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摘要 

目的  

探讨Fhit基因在白血病中异常表达的临床意义及其机制。方法收集白血病患者骨髓117例，非白血病患者骨髓28例作为对照组，采  

用RT-PCR检测Fhit基因mRNA的表达情况、甲基化特异性PCR（MSP）检测Fhit基因启动子区的甲基化情况;探讨临床各因素与Fhit 

mRNA及基因异常甲基化结果的关系以及Fhit基因甲基化状态与其基因mRNA表达之间的关系。结果117例白血病患者中，60例  

（51.28%）不表达Fhit mRNA的白血病骨髓中有45例存在Fhit基因启动子区甲基化，57例（48.72%）白血病骨髓Fhit mRNA阳

性表  

达，仅8例存在甲基化;对照组中Fhit基因mRNA表达27例（96.43%），均未见甲基化现象。Fhit基因在白血病组中mRNA的表达以

及  

甲基化状态与对照组比较差异均有统计学意义(P<0.05)。在临床各参数中，Fhit基因mRNA的表达和甲基化与幼稚细胞多少和肝脾  

、淋巴结肿大有关，差异均有统计学意义(P<0.05)。结论Fhit基因的甲基化可能导致其基因的沉默使其mRNA减少或缺失，在白血  

病的发病机制中起一定作用，Fhit基因甲基化的检测对白血病的诊断和疗效判定可能有一定意义。 
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Abstract： 

Objective 

To investigate the clinical significance and mechanism of Fhit gene abnormal expression in leukemia.MethodsBone 

marrows from 117 cases with leukemia patients and 28 normal cases(as control) were collected.The level of Fhit 

transcripts in leukemia patients and control cases were assayed using reverse transcriptase-polymerase chain 

reaction (RT-PCR),Methylation PCR (MSP) were used to detect the promoter methylation of Fhit gene.The 

relationship between the expression of Fhit mRNA and abnomal methylation of Fhit gene with clinical data the 

same 

as the correlationship between the methylation of Fhit gene with the expression of Fhit mRNA was 

analyzed.ResultsIn 117 cases,there were 57 cases (48.72%) expression of Fhit mRNA.In control group,the ratio 

of 

Fhit gene expression was 96.43%(27/28) and no methylation of Fhit gene was found. 

There was significant difference between the expression of Fhit mRNA in leukemia group and control cases group 

the same as the methylation prevalence of Fhit gene (P<0.05).Compared the relationship between the expression 

of 



  

Fhit mRNA and abnormal methylation of Fhit gene with clinical data,they were different in immature leukemia cells 

the same as in liver and spleen or lymph node (P<0.05).ConclusionThe abnormal methylation of Fhit gene may be 

the 

major mechanism of gene silence in leukemia,resulting to be no expression of Fhit mRNA,and the abnormal 

methylation of Fhit gene maybe relevant with the process of occurrence and development in the leukemia.There 

also 

maybe some effective and significant in the process of diagnosis and curative effect of leukemia patients by 

detecting the methylation status of Fhit gene.
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