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Tab.l Primers used for the polymerase chain reactions

Primer Sequence Position

BS1 S'CTGCTGGTGGCTCCAGTTCCY S56~76

SIR STAGGGTTTAAATGTATACCC3' S842~822
Pre52 S'GGGACACCATATTCTTGGY' 52820~2837
P29 STACCCAAAGACAAAAGAAAAYZ! S5827~807
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Tab.1 Primers used for the polymerase chain reactions
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F55 5 1451 G I Th 41 B2 LRESE 35 FHHBY . DNAS s /K- L W L, P b B 3 1k 22 5 (F=17. 42,
P<0.01) .
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Fig.1 HBV DNA levels in the mothers of 7 infected nonresponders and in 51 HBV DNA-
positive mothers of noninfected responders to hepatitis B vaccine and immunoglobulin
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