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K1 #:YpGenesi—1/EGFPXIU25141 MUEGFP A I 5 i
Fig.1 Effect of pGenesi—1/EGFP transfection on enhanced green fluorescent protein
(EGFP) expression in U251 cells
A: U251 cells transfected with pGenesil-1 empty carrier, which expressed profuse EGFP;
B: U251 cells transfected with pGenesil-1/EGFP carrier, with obviously diminished EGFP
expression
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Fig. 2 Changes of survivin gene mRNA expression after siRNA transfection determined by
real—time RT-PCR
Ctl: Blank control; Ct2: Negative control; Ct3: Positive control; Ct4: Cells
transfercted with pGenesil—1/survivin

2.3 Western blottingZ)#rsiRNAYEH JGsurvivinik H/KY-
Western blottingZy#T (K3) Brn: AN A FHMEX A DL YepGenesi—1/EGFPBHPEX FE4H
survivin®g FARE AR KB A, HiipGenesi—1/ survivindlsurvivingg [AFRIEHE T,
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K3 Western blotting#iillsiRNART G survivindk H &K IA
Fig. 3 Western blotting for survivin expression before and after siRNA transfection
L1: Blank control; L2: Negative control; L3: Positive control; L4: Cells transfected
with pGenesil-1/survivin



2.4  siRNAVGFHIU25 140 1

Cy—-5-Annexin-V/PIXUEbRIC T Al Mo AR I 23 A (14) R S G i survivindE K s iRNAZRIA 2,
{ApGenesil-1/survivin/i, Annexin-V/PTXUHLBHME40 A X8I0, $Enbr R rEs iRNAYE ] JGU25140 i kA&
THIR T R BIPERT RAL FHME T B DL A o0 BT TR R I 2 AR Ak .

W g W
FL1-Anmexin-V-Cys

Kl4 g AR il 43 By s iRNAYE H R U25 1A T
Fig. 4 Apoptosis of siRNA-transfected U251 cells determined by flow cytometry
A: Blank group; B: Negative control group;
C: Cells transfected with pGenesil—1/survivin
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J6q R A R e vh HAT S R 20 B R T R e A B S AR A . AT A A BT T L
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