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Fig.1 Expression of RhoC protein detected by immunohistochemical staining in
esophageal squamous carcinoma (Original magnification: X200)
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Fig. 2 Expression of OPN protein detected by immunohistochemical staining in
esophageal squamous carcinoma (Original magnification: X200)
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Tab.l Relation of RhoC and OPN protein expressions with the
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Fig.3 Relationship between RhoC expression and the patients’ survival time after
operation
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Fig.4 Relationship between OPN protein expression and the patients’ survival time
after operation
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