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GTACCACTGAG3” Fl15” GAGAAGTTGAGAAAGGG GT3™ , FHi/=¥) v Bt FE¥ N 781 bp. WIXTHERI A AEKZHAEL
K, 3879 Bt 429 bp.
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Fig.1 Alteration of MN genotype after umbilical stem cell transplantation
M: Marker; Lane 1, 2: Recipient before transplantation, MM; Lane 3, 4: Donor, NN; Lane
5, 6: Recipient at 15 d after transplantation, MN (mixed chimerism); Lane 7, 8: Recipient
at 300 d after transplantation, NN (donor origin)
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XTI LA A ML 2R AR PR s N, BRI 28 PR 3% e A B I af 28 (10 L ) 75 o

FR SRR UEYE SE I I Qe etk 200, B AR i) [RIDhERAE AT, XEChR &Y S % 2R R
R, i, PR AR, HLAARG S, A iR BRE, i EASI ik R B, RS R e A
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