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Expression of DNMT1, DNMT3a, and DNMT3b in eutopic endometrium

YANG Juan®, FANG Xiaoling?

1. Department of Gynecologic Oncology, Tumor Hospital of Hunan Province, Changsha, 410003;
2. Department of Gynecology and Obstetrics, Second Xiangya Hospital, Central South University,
Changsha 410011, China

Abstract:

Objective: To examine the expression of DNMT1, DNMT3a, and DNMT3b in the eutopic and ectopic
endometrium in women with endometriosis. Methods: RT-PCR and real-time RT-PCR were used to
examine the expression of DNMT1, DNMT3a, and DNMT3b in the eutopic and ectopic endometrium in 20
women with endometriosis and the endometrium in 20 women without endometriosis.
Immunofluorescene staining was used to detect the expression of DNMT1 in these tissues. Results:
The expression levels of DNMT1, DNMT3a, and DNMT3b were significantly lower in the ectopic

endometrium and eutopic endometrium than those of the control endometium (P<0.05). The changes in

the ectopic endometium compared with the control endometium were 0.44, 0.12, and 0.27 folds for
DNMT1, DNMT3a, and DNMT3b, respectively, and these in the eutopic endometrium were 0.27, 0.13,
and 0.15 folds for DNMT1,DNMT3a, and DNMT3b, respectively. The expression level of DNMT1,

DNMT3a, and DNMT3b between the ectopic endometrium and eutopic endometrium was not significantly

different (P>0.05 ). Immunofluorescence staining that DNMT1 protein level signigicantly decreased in
the ectopic endometrium and eutopic endometrium of endometriosis patients. Conclusion: Decreased
expression levels of DNMT1, DNMT3a, and DNMT3b in the ectopic endometrium and eutopic
endometrium may play a role in patients with abnormal epigenetics which may lead to endometriosis.
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