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Expression and its clinical significance of miR-155 in tissues of endometrial cancer

SCORERIA  UDRNA R A |

RS TG s T

P XHIA :miRNA  Endometrial cancer Clinical significance Prognosis analysis

EETH  HEKHRREEERBH (No: 31000629)

=3 PR

XRA fRIRZEEL69 PEBelicl AL, Wirg #iBH 421002
WS fRIRCZE169 PEBRLL R, ik #IBH 421002
et AEIRZE169 PERCA™ B, I #iiEH 421002
AV fEIRCAEL69 BEBEmi AL, Wi #iFH 421002

WEAGRYE: 4
EXTERH: 2
PO

HRS5HK: MicroRNAs/E—2519~25 bp N IEAEAMAL /N7 FRNA,  BEIE b S8 ) J0 3L DRI () e SR RE KT o ASHIFST B AE 4 Tthsa—miR-155 (Homo sapien
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JECHE:

Background and purpose: MicroRNAs are 19- to 25-nucleotide noncoding RNA molecules that regulate gene expression at the level of
transcription and translation. This study investigated the expression of the miR— 155 in tissue of endometrial cancer and its clinical
significance. Methods: We collected the 44 cases tissue specimens and paracancerous tissues from September 2007 to December 2009, ISH and
qRT-PCR was used to detect the miR- 155 expression in those specimens. Results: ISH was used to detect the positive expression rate of
the miR-155 was 18.18% in control and 84.85% in endometrial cancer. The real time quantity PCR detect the the expressions of the miR-155
were (4.54+0.55), (7.93+0.88) times in stage [ -1 and III-IV endometrial cancer, respectively, the difference was statistically
significant (/0.01), the expressions of miR-155 were (9.56%0.86), (5.4940.47) times in endometrial cancer of lymph node metastasis and
without lymph node metastasis. The difference was statistically significant (P<0.01). The expression of miR-155 were not associated with
differentiation degree, the difference was not statistically significant(P>0.05). The higher mortality with the higher expression of miR-
155 from Kaplan-Meier survival curves. Conclusion: miR-155 may play an important role in the carcinogenesis, and metastasis of
endometrial cancer, and it could be an indicator in the diagnosis and prognosis of endometrial cancer. miR-155 can be used as a potential
target of therapy and a predictive biomarker.
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