
  
 ARTICLE TOOLS

 

 索引源数据
 

 如何引证项目
 

 查找参考文献 

 审查政策 

 Email this article 
(Login required) 

RELATED ITEMS
 

 Related 
studies  
Databases  
Web search  

 Show all 

ABOUT THE 
AUTHORS  

Kai SU
 

Jie LEI
 

Wei ZHANG
 

Zhipei ZHANG
 

Xiaofei LI
 

Yong’an ZHOU
 

Ping ZHANG
 

Xiaoping WANG
 

首页 关于我们 登录 注册 搜索 最新一期 过刊浏览 公告 稿约 在线投稿 Online submission 
Endnote参考文献模板 提前在线出版 

首页 > 卷 13, 编号 1 (2010) > SU 

Screening Metastasis-associated Genes from Anoikis Resistant A549 
Lung Cancer Cells by Human Genome Array 

Kai SU, Jie LEI, Wei ZHANG, Zhipei ZHANG, Xiaofei LI, Yong’an ZHOU, Ping ZHANG, Xiaoping 
WANG 

摘要 

Background and objective As a barrier to metastases, cells normally undergo apoptosis after 
they lose contact with their extra cellular matrix (ECM). This process has been termed 
“anoikis”. Tumour cells that acquire malignant potential have developed mechanisms to 
resist anoikis and thereby survive after detachment from their primary site while traveling 
through the lymphatic and circulatory systems. This “anoikis resistance” is considered the 
first step to tumor metastases. The aim of this study was to screen metastasis-associated 
genes from anoikis resistant and adherent growth A549 lung cancer cell by Human Genome 
Array. Methods Establish anoikis resistant A549 lung cancer cell lines by using poly-
hydroxyethyl methacrylate resin processed petri dishes, which causes cell free from 
adherent. The different expressed gene between anoikis resistant A549 cell and adherent 
growth A549 cell was tested using human V2.0 whole-genome oligonucleotide microarray, a 
product of Capitalbio Corporation, Beijing. Screen metastasis-associated genes. Results 745 
different expressed genes were screened, including 63 highly metastasis-associated genes. 
Conclusion The successfully established anoikis resistant A549 cell lines and screened 
different expressed genes provide us basis for further research on metastasis of lung 
cancer. 
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