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Tab.1 Expression of htMSH2Z mRNA in different tissues

of esophageal cancer
Histological type n Positive sample = Negative sample
" Cancer tissues 32 15(46.88%) 17(53.12%)
Adjacent tissues 32 17(53.12%) 15(46.88%)
Normal tissues 32 27(84.38%) 5(15.62%)

x=8.514, P=0.803 between cancer tissues and adjacent tissues ;
P=0.003 between cancer tissues and normal tissues;

P=0.014 between adjacent tissues of the cancer and normal tissues.
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Tab.2 Comparison of RMSH2 mRNA expression between
esophageal cancer tissues of different pathological types

Positive Negative

Sample sample sample J atuc, Evatuo
Age¥(years) 623164 633184 03747 0.711
Sex* 1.000
Male 19 9 10
Female 13 6 7
Cancer size* 0.502
<5cm 17 9 8
Z5cm 15 6 9
Tumor location 4.141 0.126
Top 4 0
Middle 16 9 7
Lower 12 6
Pathological type 2,123 0346
Squamous-cell 25 12 13
carcinoma
Adenocarcinoma 5 3 2
Squamous-cel 2 o 2
adenocacinoma
Invasion depth* 0.220
Membrane 1 1 0
Musculature 18 10 8
Full thickness 13 4 9
Lymphatic metastasis * 0.444
Present 23 12 11
Absent 9 3 6
Histological type * 0.712
1-1 22 11 11
m-Iv 10 4 6

#: t test; *: Fisher's exact test
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Fig.1 Expression of hMSH2 mRNA in different tissues of esophageal cancer
(In situ hybridization, original magnification: X 100)

A: Cancer tissues; B: Adjacent tissues; C: Normal tissues
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