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Bioinformatics analysis of target gene prediction and functions of miR-335 related to EGFR mutation
Yuliang SU, Huan ZHANG, Jinli QU, Biyun QIAN

Department of Epidemiology and Biostatistics, Tianjin Medical University Cancer Institute and Hospital, Key Laboratory of Cancer Prevention and Treatment of Tianjin City, Tianjin
300060, China

[ w2 [ me | 22w | mxxs @)

KON BEHE

e

.g@j}mﬂ#mm PINEPPP Ve i"D seswamn (@ NKITO%% N [H hR#ie

www.cnki.net WANFANG DATA

WU © 2013 (e [ R IGAC) ZidH s
Mk DR T I G DX AR 5E 6 BRI 04 2% g 1 g g 300060
/LR (022)23527053  E-mail: cjco@cjco.cn  cjcotj@sina.com  #ICP£1200315%




