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STUDY ON THE AMPLIFICATION OF C-erbB-2 ONCOGENE
IN BREAST CANCER

Chen Senqging , Zhao Xiangsheng , Ma Guojian , et al

Jiangsu Instit ute of Cancer Research , Nanjing 210009

Abstract Differential PCR was used to detect the variance of C - erbB - 2 gene copiesin 63

fresh breast cancer tissues. Amplification of C - erbB - 2 oncogene was found in 13 of 63 breast |

cancer (20. 6 %) . The rate of amplification of C - erbB - 2 gene in patient s with positive lymph
node metastasis was approximately equal to that in negative node patient s. It was identified that
amplification of C - erbB - 2 gene existed in 5 of 17 on stage 111, 1 of 4 on stage IV, higher than
that of stage II (4/ 27) and stage I (0/ 2) , but the difference was not significant ( P> 0. 50) .
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