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COSTRUCTION OF THREE CONSERVED AMINO ACID
RESIDUE MUTATIONS OF HDAC1

CHEN jianl Xiao-gin ZHANG2  Ji-liang FU3
1. Department of navy hygiene , 2. Inf ection department Changhai
hospital , 3. Instit ute ofmedical biotechnology molecular genetics ,

second military medical university , shanghai 200433 , China

Abstract Purpose and Methods : It’s necessary to const ruct the conserved amino acid residue
mutations of HDACL for studing the functions of the coserved amino acid residues of HDACL.
On the base of cloning of HDAC1 cDNA , Three mutant s of HDACL1 , which contain the
conserved three amino acid residue mutations respectively were made by the Altered Site 11
In2vit ro mutation system , and confirmed by DNA sequencing. Results and Conclusion : The
result swere that C151A , Y 188F , S197A mutant s of HDAC1 were obtained , and made the
base for further studing the function affection of conserved amino acid residue mutations.
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