FEAS A5 545 ISSN: 1004-616x  CN:44-1063/R 2009; 21(2) :135-140

IR BT 6

Fﬁﬁ%%E@%ﬁﬂ%%@$M@Mﬁ%ﬁﬁmﬂﬁﬂﬁﬁ%%%
HAY R X

v%mﬂ;ﬁ N, 3R

WV N S 22 e 2 — BE e BEARE, YT iR 325027

Wcke 13 2008-4-3 f [ [ 4t 2008-11-17 i 2% J5 & Aii [ 1i:

iﬁﬁ 2 BEH5HK:  BiT06-H 3 v mips-DNA B 3L i (O6-methylguaninasDNA methyltransferase, MGMT)

e ﬁﬁw“ﬁﬁfrﬁﬁ%%ﬁﬁ&ﬁ!%%ﬁ@mmﬂmﬁGMM*%&Mﬁﬁﬁ&E¢%?%X Mkl

Tiike S 44Uk Sk 1 3945 GBM (Jii o k4 13451 1k - k20 2645)) M GM T 5 9 A8 RUPS3 4 1 ff 54,

LLA PG FE IR M S 9k R MECGBM s ik 22 5 A TMGM T b5 P33k (4 3R IA HAR S ME L 15 1l 9%

Fo S JRRPERIGR K PEGBM ) 5eAR . PS3ER {4 1) FH L #60A R MR IA 9 25 BT G v (P

QOD Ak g GBM s M GMT (1 BH 1k 3238 5 i PR iy 5 Eﬁ”%%ﬁmmﬁkﬁ?%EﬂﬁGﬁmD WKL

A (r=-0.602,P<0.01), &% 1EGBMEMGMT [fy3ik 5548 P53 (4 f#) ik T =(P>0.05), Kaplan-Meier

ELE MR R R A EGBMAIM GMT 3 ik g 1) A= 7 e 1A 45 4 (Log-rank 6 56, P<0.05g};P<0.01), Cox%

IR AR 23 Hr 2 W GBM 173 B FIM GM T 1) S 1k 2255 2 i F8 A A 30 0 A 37 19 TR 25 (49391 oy P<0.0551

P<0.01), 4hip: POSREDR ¢4 S 4k K P CBM [ty e A=t B vh it v R i, SR AR PSR 1 1) s s S 1 it 5

MGMTﬁﬁﬁﬁﬁ%oﬁ URPEGBM M GMT [k 52 as il PO3% (NFRIATE I, PanEUR Mgk & ok

CBMAE KL RIERIERE P A BEARM Y Pttt Figic. GBMEgaR, MGMT [yRH ik & i GBM /1
RS P R 2R .
KA BRI, PS3%EEK; MGMT

Differences of MGMT and Mutant P53 Protein Expression
between Primary and Secondary Glioblastomas and the
Biological Implications

LI Jian-min, WAN Li, HUANG Ka-te

Department of Pathology, the First Affiliated Hospital of Wenzhou Medical
College , Wenzhou 325027, Zhejiang, China

Abstract BACKGROUND AND AIM: To study the expression differences of O6-
methulguanine-DNA methyltransferase (MGMT) and mutant P53 protein between primary and
secondary glioblastomas(GBM) and the biological implications. MATERIALS AND
METHODS: Immunohistochemistry(IHC) methods was used to measure the expressions of
MGMT and mutant P53 protein in 39 cases of GBM (13 primary and 26 secondary),and the
correlation with prognosis. The relationship between these gene expressions in primary and
secondary GBM were analyzed. RESULTS: The differences of positive rate and expression
intensity of mutant P53 protein expression were statistically signifiant between primary and
secondary GBM (P<0.01; P<0.01 ,respectively). Moreover, there was an inverse correlation
between MGMT and mutant P53 protein expression intensity in secondary GBM(r=-0.602,
P<0.01).but in primary GBM, there is no correlation between MGMT and mutant P53 protein
expression(P>0.05).Kaplan-Meier analysis revealed that primary GBM and high expression of
MGMT were significantly related to short survival(Log-rank test, P<0.05,P<0.01,
respectively).Cox multivariate analysis revealed that subtype of GBM and MGMT expression
were prognosticators for GBM(P<0.05, P<0.01, respectively). The surviva period of GBM
patients was not associated with age,gender,tumour size or mutant P53 protein expression.
CONCLUSION: P53 gene mutations was frequent in tumorigenesis of secondary GBM,and the
strong mutant P53 protein expression might be related to the weak MGMT expression. But in
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primary GBM, there is no correlation between MGMT and mutant P53 protein expression. It
implicates different genetic pathways of developing in primary and secondary GBM. The subtype
of GBM and MGMT expression were prognosticators for GBM.
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