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The Relationship between the Expression of DNA
Methyltransferase and Multidrug

ZHOU Jian-mengl,2, YUAN Jian-hui2, JI Na-na2, LIU Jian-jun2, ZHUANG Zhi-
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Abstract BACKGROUND AND AIM: We investigated the relationship between the
expression of DNA methyltransferase(DNMT) and multidrug resistance gene ABCG2 in breast
cancer, in order to further study the epigenetic mechanism of ABCG2 expression. MATERIALS
AND METHODS: Use real-time transcription-PCR(RT-PCR) to quantify DNMTs and ABCG2
MRNA expressions in 22 breast cancer and their matching adjacent tissues. We aso used
Spearman rank test to analyze the relationship between mRNA levels of the DNMTs and target
gene ABCG2 involved in the DNMT pathway. RESULTS:Compared with adjacent tissues, the
MRNA expressions of DNMTs and ABCG2 were markedly higher in breast cancer,especially
DNMT3B,which was significantly higher than that of DNMT1 and DNMT3A. There was a
negative relationship between DNMT3B and ABCG2(r=-0.664,P<0.01) in breast cancer.
CONCLUSION:DNMT3B may play an important role in the epigenetic mechanism of ABCG2
expression in breast cancer,providing new scientific basis for searching the therapeutic target to
reverse the multidrug resistance caused by ABCG2.
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