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Abstract: Objective

To find biomarkers and establish a serum protein fingerprint model for early diagnosis of ESCC through matrix-
assisted laser desorption/ionization time-of-flight mass spectrometry (MALDI-TOF MS).MethodsSerum samples
were collected from 75 patients with ESCC and 44 healthy individuals.Proteomic spectra of mass to charge ratio
(m/z) was generated by weak cationic-exchanger magnetic beads (WCX-MB).Data were processed by protein
microarray data analysis system.A diagnosis model to identify normal from early esophageal cancer or advanced
esophageal cancer was established using support vector machines combined with genetic algorithms.79
specimens (50 cases of esophageal cancer and 29 cases of healthy controls) were randomly selected for training
and cross-validation.At last, the new (30 patients with esophageal cancer and 23 healthy controls) serum
specimens were detected as a testing cohort.ResultsTwo different patterns were established by MALDI-TOF
MS.Pattern 1, using 11 protein peaks, were able to separate ESCC patients from the healthy individuals with a
sensitivity of 92.4% and a specificity of 87.4%.Pattern 2, using 8 protein peaks, were able to separate ESCC of
stage | and stage Il from stage Ill and stage IV with a sensitivity of 97.5% and a specificity of
85.7%.ConclusionThese results suggested that MALDI-TOF MS combined with MB separation could generate a
serum protein fingerprint model with high sensitivity and specificity for ESCC diagnosis.

Key words: Esophageal carcinoma Matrix-assisted laser desorption/ionization time-of-flight mass spectrometry

Serum proteomics

e F H 39: 2011-04-07;



Sl A3
XIEEHE, da AT 5K 84S . 12 HIMALDI-TOF MS 75 37 8 i (38 1L 2 A Fe SU RIS B L 0], IR B v i 9%, 2012, 39(2): 169-172.

Liu Lihua,Zhang Cong,Duan Yuqing et al. Serum Protein Fingerprint Diagnoic Patterns was Established by MALDI-TOF MS for Human Esophagial Carcit
[J]. CHINA RESEARCH ON PREVENTION AND TREATMENT, 2012, 39(2): 169-172.

BATA IS 7% 3CHK

h+

[11  EWET ;% JLAH; W5 s 2007 5 S DR B 5 0 B =t R A 5 o S 36 M DK L o 11 BEL IR 1 T R WL R [9]. IRaBi v k9, 2012, 39(1): 23-27.

[21 RIS T3 B S 5 TR V. A o B R 17 R 1 0 5 1 BT PR R Y Ak 22 [30. MBI VA9, 2012, 39(1): 118-119.

[8] WRIES. A #imom A B p 410 0 5t . 8 12 R pS 3k (0 48 1k [J]. MRIBTIAISY, 2011, 38(8): 918-920.

[4] SRR AR, TG 5T T 3% B Al T ok £ A AN I 1 5 M S SR T 5 (3], MYRIRIAWTSY, 2011, 38(7): 736-739.

[5]  MRZE; e S 1 MG R 2 A SR A0 1) L0 B2 K 11 Cx 26 1 Cx A1 43 K b5 o 8 i i B i RN 6 % 0% R [9]. MRID VA WFST, 2011, 38(7): 809-813.
[61  RIEF;FEEBL FUbLW & AT LW & 16 O R G W& 1% R 2B 2 (K Metasy 1T [J]. Ve BiG E9E, 2011, 38(7): 823-826.

[71  ULESGMEDE;FEA. 18F-FDG PET/CTHE T & I N T [3]. MR BTiATTST, 2011, 38(7): 840-843.

[8] MU HEAF R BRI, e s /K ST P14 i - 245 i b i 2 0 Rl IR 5 L [J]. IREBiva o, 2011, 38(7): 830-831.

[9]  MESREL MBS 453 G TR . 1L-15 [ NKG2D3 1 % CUKEI 4% 447 4% 1 () 38 58 2% B [9]. IMRIRA 915, 2011, 38(5): 495-497.

[10] BRI, LM I AR 205 (R 2 A A s RS B Metasy 1T [3]. HORIB A ITSE, 2011, 38(5): 579-583.



