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Clinical significance of detection of p16 gene methylation
in early diagnosis of lung cancer

HU Zhuo-junl,HU Hong-boZ,LIU Da-yingl,CHEN Yi—ping1

1Department of Respiratory, 2Department of Laboratory, The Central Hospital of
Liuzhou Railroad, Liuzhou 545007, China. E-mail: 412784316@qqg.com

Abstract

<FONT face=Verdana=AIM: To investigate the aberrant methylation in the promoter
of p16 in plasma, sputum, bronchoalveolar lavage fluid (BALF), pleural effusion and
biopsy specimens from suspected lung cancer patients and to evaluate the clinical
significance in the early diagnosis of lung cancer.METHODS: Using methylation
specific PCR (MSP) for the detection of promoter methylation of p16 gene in plasma,
sputum, BALF, pleural effusion and biopsy specimens from suspected lung cancer
patients.RESULTS: Of the 67 cases of suspected lung cancer patients, 42 were
proved by pathology. The positive percentages of p16 gene promoter methylation
of the lung cancer patients are as follows: 52.4% (22/42) in plasma, 47.6%

(20/42) in sputum, 59.5% (25/42) in BALF, 71.4% (10/14) in pleural effusion and
61.9% (26/42) in biopsy specimens, respectively; while promoter methylation in
p1l6 gene was found only one in plasma and one in pleural effusion in 25 patients
with various benign lesions (P<0.05). The positive expression of p16 gene
promoter methylation in lung cancer patients was irrelevant to histological type,
clinical stage, pathological grade, lymph node metastasis and distant metastasis of
the lung carcinomas (P>0.05).CONCLUSION: Detection of the aberrant methylation
in the promoter of p16 gene in plasma, sputum, BALF, pleural effusion and biopsy
specimens from lung cancer patients by MSP method is a kind of rising technology
with development potential for lung cancer early diagnosis.</FONT=>
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