ISSN 1002-2694 = CN 35-14

a0t F 1B

i a4 o &4 CHINESE JOURNAL OF ZOONOSES

WITIRTEY | R FEOR e 0L | Befiade

W B R A » 2014, Vol. 30 - Issue (5) :499-506 DOI: 10.3969/cjz.j.issn.1002-
2694.2014.05.014

pa P 7 oF 5 H s st Sl

KIS Eggi | FATHS | b << @wi—k | B—#&n >
|EJ/ W AR

SSHEA 7 1% 5 i Tk G 7 7t K5 A

Tl 452 k2w
1) RFBEE 2540 24k, Hill 528458;
2. R AEE B AT M E ) i R SRR =, )M 510006

SSH screening on Musca domestica differential genes of defense against infection

WANG Yan?®, JIN Xiao-bao?, ZHU Jia-yong=*
(1.School of Chemistry and Chemical Engineering, Guangdong Pharmaceutical University,
Zhongshan 528458, China;

2.Guangdong Key Laboratory of Pharmaceutical Bioactive Substances, Guangdong
Pharmaceutical University, Guangzhou 510006, China)

_ 2% ik 5 i

Download: RICH HTML ~ href="../article/downloadArticleFile.do?
attachType=PDF&id=23159" >PDF (568KB) HTML 1KB Export: BibTeX or EndNote (RIS
Supporting Info

W I T RSB 2 T S WU BN S 40 1 223k 5 0, 12 ssh
real-time PCR, IR PFILIH W, J7ik LGB (AT ERIE (S, A 2,
aureus). KATE (E. coli) FEkfl (1 {E % (Beauvoir bassinetbacteria), &4 MMAZER T

\ e e JIIVNCIDERESEE
WAy HUR 4 B AR DA . KA BT RT kAR A8 R R G (R 2208 P, IO EE TR Email Alert

WL 22 5 s CDNASC R . 45 SR SC R F P 4 e M A TP C RS 5 3540 RSS
250~750 bp.2 [iil, BEHLEKI252 (1 BELEAF I RR ERE A 4T, 1 f E CUPS S

NorthernBt si 28 T SR E T35 HE, 324 EBHYE, TRk, B &% 4 p5e
Bk, AT RANNE . 4t EHreal-time PCRECARSIT T =Fitt RHH
DR IAAE L, 45 R B s 7535 AN RN ), AN B B B w Ik 8 i 4 ik
(BRIEIKAAAEA W B ZE 5, 3 e Rk BT

B K PUBR G MIEIMEE A S e EUOEPCR

Abstract: In order to identify immune-related genes in housefly

(Musca domestica) larvae, suppression subtractive hybridization (SSH)

was performed to generate subtracted cDNA libraries after bacteria-



challenge by Staphylococcus aureus (S. aureus), Escherichia coli (E.
coli) and Beauvoir bassinet bacteria. Differentially screening was
performed using the reverse northern dot blot method for further
verification. Of 252 positive clones were obtained; identification of the
inserted cDNA fragments in subtractive library was done by using PCR.
The results showed that there were inserted fragments of 250-750 bp,
which would provide useful baseline for the screening and cloning of
specific anti-infection genes of immunity in Musca domestica.
Quantitative real-time PCR was used to study the gene expression of
AMPs as examples of immune-relevant molecules. It&apos;s suggested
that the antibacterial peptide genes expression of Musca domestica is
constitutive, and they are expressed at different development stages of
Musca domestica, but the expressing levels are evidently different.
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