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[Abstract] Objective To understand the impact of human metapneumovirus virus (hMPV) in infants and children with severe 2009 influenza A (H1N1) infection in
Hangzhou. Methods Seventy-nine respiratory specimens from infants and children diagnosed as severe 2009 influenza A (H1N1) infections between November 2009 and
January 2010 were collected. The hMPV and other respiratory viruses (including parainfluenza virus, respiratory syncytial virus, adenovirus, coronavirus and rhinovirus)
were detected by traditional reverse transcription polymerase chain reaction (RT-PCR) and real-time fluorescent quantitative RT-PCR. The positive PCR products were
selected for nucleotide sequencing. The sequence was compared with those in the GenBank and the phylogenetic tree was drawn. Results Among the 79 specimens
positive for 2009 influenza A (H1IN1), 16 (20.25%) were detected hMPV and other respiratory viruses, and 4 (5.06%) were detected hMPV-positive both by real-time
fluorescent quantitative RT-PCR and traditional RT-PCR. The nucleotide sequences identity were 99.1% ~ 99.5% in 3 positive PCR products. When compared with GD-
165, 155N and 99-1 in the GenBank, the 3 positive PCR products showed high similarity, and recorded in the GenBank (genotype B1). Conclusion The hMPV belonging to
genotype B1 in the GenBank could be detected in infants and children with severe 2009 influenza A (H1N1) virus infections in Hangzhou.
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