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Real-Time Quantitative PCR Technique and Application of nucleic acid Quantitative detection/(REN Guang-mu, WANG Ying-yuan./School of
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[Abstract] The fluorescence-based real-time PCR technique is widely used for basic research, molecular medicine and biotechnology. It is a critice
assays are easy to perform, capable of high throughput, and can combine high sensitivity with reliable specificity. In thisreview, principle, methods and
advancement of real-time PCR technique and application of nucleic acid quantitative detection are discussed, which may provide a new research idea and nu
guantitative detection method for forensic medicine practice.
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