
Home | Articles | Past volumes | About | Login | Notify | Contact | Search 

 Statistics Surveys > 2007 open journal systems 

Thompson, Elizabeth A., 1953: An unrecognized summit in human genetic linkage 
analysis, Statistics Surveys, , (), 1-15 (electronic). DOI: 10.1214/07-SS027.

References

[1]     Barnard, G. A. (1949). Statistical inference. Journal of the Royal Statistical Society, 
B 11, 115–139. MR0034983  

[2]     Bell, J. and Haldane, J. B. S. (1937). The linkage between the genes for colour-
blindness and haemophilia in man. Philosophical Transactions of the Royal Society of 
London (Series B) 123, 119–150.  

[3]     Bernstein, F. (1931). Zur Grundelgrungi der Chormosomentheorie der Vereebung 
beim Menschen mit besondere Berücksichtung der Blutgruppen. Z. Indukt. Abstamm. und 
VererbLehre 57, 113–138.  

[4]     Botstein, D., White, R. L., Skolnick, M. H., and Davis, R. W. (1980). Construction of a 
linkage map in man using restriction fragment polymorphism. American Journal of Human 
Genetics 32, 314–331.  

[5]     Cannings, C., Thompson, E. A., and Skolnick, M. H. (1978). Probability functions on 
complex pedigrees. Advances of Applied Probability 10, 26–61. MR0490038  

[6]     Cannings, C., Thompson, E. A., and Skolnick, M. H. (1980). Pedigree analysis of 
complex models. In Current Developments in Anthropological Genetics, J. Mielke and 
M. Crawford, Eds. Plenum Press, New York, 251–298.  

[7]     Cavalli-Sforza, L., Menozzi, P., and Piazza, A. (1994). The History and Geography of 
Human Genes. Princeton University Press, Princeton, NJ. 

[8]     Ceppelini, R., Siniscalco, M., and Smith, C. A. B. (1955). The estimation of gene 
frequencies in a random mating population. Annals of Human Genetics 20, 97–115. 
MR0075523 

[9]     Dempster, A. P., Laird, N. M., and Rubin, D. B. (1977). Maximum likelihood from 
incomplete data via the EM algorithm (with Discussion). Journal of the Royal Statistical 
Society, B 39, 1–37. MR0501537  

[10]     Edwards, A. W. F. (2005). Linkage methods in human genetics before the 
computer. Human Genetics 118, 515–530.  

1953: An unrecognized summit in human genetic linkage 
analysis 

Elizabeth A. Thompson, University of Washington

Abstract
This paper summarizes and discusses the methodological research in human 
genetic linkage analysis, leading up to and following from the paper of C. A. B. 
Smith presented as a Royal Statistical Society discussion paper in 1953. This paper 
was given as the Fisher XXVII Memorial Lecture, in Cambridge, December 4, 2006. 
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