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Genomic total DNA extraction from Carassius auratus intestinal microorganism
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wereextractedtoin

TotalDNAofintestinaltractbacteriafromCarassiusauratusintes 1
hassampletoprecipi

tina
tinalmicroflora. Takingtheintestinal substanceoffis

vestigateintes

tatebacteriathroughPBScleaningandcentrifuge. UsingBacterialDNAKittoextractionintest
inaltractbacteriatotal DNA, subsequentlyusedastemplatesinPCR. Theelectrophoresisimpl:i
edthatthebanding—patternsofdifferentsampleswerebrightandnon degenerationphenomeno
n. Thel6SrDNAwasamplifiedfromtheseDNAsamplesthroughasetofbacteria—specificprimers, o
btainedtheclearatlasandneatlybands. I'tisindicatedthatusingthismethodtoextractintest
inaltractmicrofloraDNAoffishissimple, accurateandfeasible.
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