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Difference in HLLA-A*02 allele distribution between Han populations in south and north

China
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Abstract: Objective To investigate the distributions of HLA-A*02 alleles in Han populations and compare their difference
between the south and north in China. Methods A total of 208 individuals from south China and 109 from north China were
randomly selected from registered bone marrow donors in Chinese Han population, who were tested positive for HLA-A*02
alleles by PCR with sequence-specific primers (PCR-SSP). Genotyping of the alleles was performed using PCR-sequence-based
typing (PCR-SBT). Results Six different HLA-A*02 alleles (A*020101, A*0203, A*0205, A*0206, A*0207 and A*0210)
were identified in the two Chinese Han populations, of which A*0207 (37%) was the predominant allele in southerners and
A*020101 (48%) in the northerners. A*020101(31%), A*0203 (16% ) and A*0206(14% ) were common alleles in the
southerners in comparison with A*0206(21%) and A*0207(23%) alleles in the northerners. The overall distribution of A*02
alleles and the frequencies of A*020101, A*0203 and A*0207 in the two populations differed significantly. The
heterozygosity of A*02 in the southerners and northerners was higher than 90% and 80% at the high- and low-resolution
levels, respectively, and the distribution of A*02 homozygote at low-resolution level in both populations showed diversity and
regularity at high-resolution level. Conclusions HLA-A*(2 alleles possess high heterogeneity and genetic diversity in Chinese
Han population with significantly different distributions in the two populations. HLA-A**020101, A*0203 and A*0207 may
serve as the genetic markers for dividing Chinese Han individuals into southerners and northerners in anthropological studies.
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Tab.1 Distribution of HLA-A*02 alleles of the Han
population in south and north China

HLA-A*  Southerners (n=208) Northerners (n=129) P value
n CR (%) n CR (%)
020101 74 31 72 48 <0.005
0203 38 16 8 5 <0.005
0205 3 1 3 2 >0.750
0206 34 14 31 21 >0.050
0207 89 37 34 23 <0.005
0210 2 1 2 1 >0.900
Total 240%* 100 150* 100 <0.005

*. A total 0f 240 and 150 HLA-A*02 alleles were detected in 208

southerners and 129 northerners, respectively.
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Tab.2 Combination of HLA-A*02 homozygote in Chinese Han southerners and northerners B VY | ok BH 45 M g Ay
HLA-A* Southerners (n=32) Northerners (n=21) e ﬁ% A HE Y e {% & 'fZIS
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A*0203 Fi1 A*0207 7€/ J5 NHE (I B 1 DX O BR A1 ) oh
B A % BB I v T A NHE S A*0205 F A*0210 T
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Tab.3 Allele frequencies of HLA-A*02 in different Han populations

North China population” South China population”

HLA-A% Northerner Northerner ®, Beijing”  Uygur® Southerner Hunan"’ Guangzhou  Singapore Hong Kong!"”

(n=129a) “l(n=161) (n=67) (n=162) (n=208") (n=40) T(n=102) "(n=149) (n=572)
0201(01) 0.148 0.155 0.187 0.114 0.095 0.120 0.128 0.062 0.104
0202 0 0.003 0 0 0 0 0 0 0
0203 0.016 0.028 0.008 0 0.049 0.004 0.098 0.078 0.067
0205 0.006 0.012 0 0.059 0.003 0 0.005 0 0
0206 0.064 0.028 0.048 0 0.043 0.004 0.040 0.047 0.040
0207 0.070 0.031 0.067 0 0.114 0.005 0.033 0.131 0.131
0209 0 0.003 0 0 0 0 0 0 0
0210 0.004 0 0 0.003 0.003 0.001 0.025 0 0.003
0211 0 0.003 0 0.003 0 0 0 0 0
0212 0 0.003 0 0 0 0 0 0 0
0246 0 0.003 N 0 0 N N 0 N
Total 0.308 0.269 0.310 0.179 0.307 0.134 0.329 0.318 0.345

* The boundary was located around latitude 30 degrees north.”?’; > HLA-A*02 positive samples of a total of 129 northerners and 208 southerners

were randoml selected from those of 8 000 registered Chinese Han bone marrow donors; * The studied population including Shanxi, Beijing and

Shenyang Chinese Han population; N: Not tested.
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