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Association of insertion/deletion polymorphism in angiotensin-converting enzyme gene with
hypertensive type 2 diabetes mellitus

ZHOULIn, XUEY ao-ming*LUORer?, GAOFang*

Departmentsof Endocrinology* andTraditional ChineseM edicine? NanfangHospital, First Military MedicalUniver-
sity,Guangzhou510515,China

Abstract: Objective Toelucidatetheinteractionbetweenthe insertion/deletion(l/D) polymorphisminangiotensinconvert-
ingenzyme(A CE)geneandhypertensivetype2diabetesmel litus. Method 1/DpolymorphisminA CEgenewasdetermined
withPCRtechniquein82hypertensiveand117non-hypertensivepatientswithtype2diabetes. Results Thecomparisonbe-
tweenthe2groupsreveal edasi gnificantdifferenceinDD/DI/I I genotypedistributionandD/l allel ecarrying( %=6.41, P<0.05),
i ndi cati nganassociationof DDgenotypeandDall el ecarryingwiththeoccurrenceof hy pertensivetype2diabetes. Diabetic
patientswithl/DpolymorphisminA CEgenecomplicatedbyhypertensionhadl.32timeshigherriskthannon-hypertentive
type2diabeticpati ents,andthecourseof hypertentivety pe2diabeteswassi gnificantlylengthened.Nosignificantdifference
of 1/DpolymorphisminACEgenewasidentifiedbetweennormotensivediabeticpati entsanddiabeti cpatientswithel evated
diastolicbloodpressure,butthecl osecorrel ati onwasf oundbetweennormotensivedi abeti cpati entsanddi abeti cpati entswith
elevatedsystolicpressure. Conclusions |/DpolymorphisminA CEgenecontributedtodevel opmentof hypertentivetype2di-
abetes. Dallelemightbeanimportantriskfactorforhypertentivetype2diabetes, andelevationofdiastolicbloodpressure
playsanimportantrol eintheoccurrenceof hy pertentivety pe2diabetes.
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81 <18.6kPa <12.0kPa Tab.1 Comparison of clinical data between hypertensive
117 and normotensive diabetic patients(Mean SD)
Diabeticpatients
Item - -
Normotensive Hypertensive
Numberofcases 117 81
Gender (male/female) 60/57 41/40
1.2 Age(years) 5447 12.08 5506 11.69
Courseofdisease(years) 488 508 7.05 5.87*
121 ACE / BMI (kg/m?) 2256 427 2301 4.18
DNA— PCR SBP (kPa) 1611 161 2128 250
DNA ACE 16 I/D DPB (kPa) 9.78 1.91 11.97 167+
5 CTGGAGACCACTCCCATAATTTCT3 Ch(mmol/L) 506 149 559 125
5GATGTGGCCATCACACATTCGTCAGAT3'® TO(mmollL) 239 5271 242 239
50 | 50pmoI/L 5 | Glu(mmol/L) 1019 4.29 1090 3.83
HbA (%) 9.63 2.6 957 3.70
10 buffer 5 1 1.25 mmol/L dNTP 2.5UTaq *P<0.001vs normotensivegroup;BMI:Bodymassindex
PCR FR-900
94 300s 50 120s
72 120s 30 72 10 P<0.05 2
min 10 | 2
| 10% 2 ACE
120 V 1 TBE 05 Tab.2 Frequency distribution of ACE genotype and allele in
. ' normotensive and hypertensive diabetic patients
o/ml EB 45 min - - Canoype NI
190bp DD 490 P DD DI I D [
bp I / Normotensve 117 020(24) 042(49) 0.38(44) 041(97) 0.59(137)
DI Hypertensive 8L 027(22)* 042(34) 031(25)** 048(78)* 052(84)
SBP 186kPa 75 024(18) 040(30) 036(27) 044(66) 056(84)
122 DBP 12.0kPa 55 027(15)* 042(23) 031(17)* 048(3)* 052(57)
HbA1c *P<0.05,* * P<0.001 vs hormotensivegroup
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