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SRY
DNA SRY
DH5a SRY
SRY
SRY
SRY DNA
SRY
1990  Sinclair Y
Sinclair et al. 1990
SRY
1994
1998 DNA HMG
SRY-box SOX
1998
SOX 200
SRY GenBank
SRY
1997
MIS SRY
SOX9 SF1  X- DAX
Wilm' s WT1
Z- DSS-
1998
Muntiacus muntjak vaginalis
1998-12-18 2000-07-28
* No. 39670393

24

*
210009
PCR SRY
PCR pGEM® T Vector
SRY
UPGMA
1976 70
1988
2 Y
SRY
1
1.1
PCR Promega pGEM T

Vector DHS5« DIG
AP PCR Boeringer
Mannheim QIAGEN
Qiabrane Taq dNTP

PCR

1 5'"TGAAGCGACCCATGAACG3’
2 5'TCGACGAGGTCGATACTT3’ SRY

221 bp
1.2
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1.2.1 DNA
DNA DNA

1.2.2 PCR 25 pl
DNA 200 ng 50 mmol KCI
Tris-HCl pH 8.0 200 pmol/L dNTP

10 mmol

0.5 pmol/L MJ Research 200  PCR
94C 8 1IU  Taq
SRY 94°C 40 s 58°C 45 s
72C 1 SRY 94°C 40
s 52.5C 45s 72C1 35
72°C 7
1.2.3 DNA
1 2 PCR DIG
dUTP PCR
Boeringer Mannheim TE
Boeringer Mannheim
1.2.4 SRY
SOX 10ng Ing O0.1ng
Qiabrane SRY
52.5C 2 x

SSC/0.1%SDS 0.5 x SSC/0.1%SDS  52.5C
1.2.5 SRY

1.2.2 PCR 15
1996 Promega
T-A DH5«
1.2.6 X-gal
42
Qiabrane SRY
1.2.7 SRY

ABI PRISMTM377DNA
Dye Terminator Cycle Se-
quencing Kit with AmpliTaq DNA Polymerase FS
PERKIN ELMER BigDyeTM Terminator cycle Se-
quence Ready Research Kit PERKIN ELMER
1.2.8 SRY
SRY
BLAST GenBank
SRY
24
SRY MEGA

Kimura

UPGMA SRY
Altschul et al. 1997

2
2.1 SRY
SRY
SRY
221 bp  SRY
SRY 221 bp
1
2.2 SRY
PCR-DIG 0.01 pg
2
DNA
3

1 SRY PCR
.1 Amplication of M.m.vaginalis SRY gene by PCR
1 Marker 2 Human
male 3 Male M. m. vaginalis 4

Female M. m. vaginalis 5 Blank

control

W0pg 10pz lpe Odpg 0.01pe

[ ® o 9 . »

> 9 @ ®

2 SRY
ig.2 Labeling sensitivity of human SRY gene probe

Control 2 SRY Human SRY gene probe



2 SRY

SRY

ng LZpg 002 g

3 SRY
.3 Specification of human SRY gene Probe
1 2 Human male 3
Human female
SRY SRY
SRY
5
2.3
42
SRY 4
2F

CCTTCATTGT GTGGTCTCGT GAACGAAGAC GAAAGGTG-
GC TCTAGAGAAT CCCAAAATGC AAAACTCAGA GATCAGCAAG
CAGCTGGGGT ATGAGTGGAA AAGGCITACA GATGCTGAAA
AGCGCCCATT CTTTGAGGAG GCACAGAGAC TACTAGCCAT A-
CACCGAGAC AAATACCCGG GCTAT

2.4 SRY

1 SRY

Table 1 Result of homological analysis of M.m . vaginalis’ s SRY gene fragment

4 SRY

Fig.4 Identification of positive colony by colony
hybridization with human SRY gene probe

5 SRY

PCR

A
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5 DNA dot hybridization of PCR product of
M. m. vaginalis SRY gene

SRY

with some animal' s SRY gene of Artiodactyla

Species Assession No. Score  bits Expect value Identities
Bos taurus 136821 343 6e ~ 93 98 %
O European bison 730321 343 6e ~ 93 98%
Cervus nippon ABO04667 305 le~81 98%
Capra hircus 718757 323 Se ~ 87 97 %
Ovia ariea 718807 331 2e~ 89 97%
Gazella dorcas AJ003127 125 2e~27 94%
Tragulus Javanicus D13463 210 S5e~53 93 %
Lama guanicoe U66068 172 le~41 87 %
Sus scrofa 726909 137 Te ~31 86%
Swine 579625 149 2e ~ 34 87%
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2.5 SRY SRY
SRY
24 SRY
UPG-
MA 6
Z30327 | Bos Taurus D
o | 230321 | European bisor
74 D10842 | Bos indicus 6
45 S71489 | Bos T'aurus

U15569 | L36821 | cow | Bos Taurus
718808 | cow | Bos Tauns

M. m. vaginalis
e 77 o3 I_!:’ ABO(4667 | Cervus Nippon
'”"gl D10844 | Cervus sp.
D10845S | Capra hireus
230636 | goat | Capra hircus SRY
218757 | goat | Capra hircus
« Z18807 | sheep | Ovis aries
8| | D10874 | Ovis ovis
9¢| 730265 | sheep | Ovis aries
AJO0312 | Gazelia dorcas SRY GenBank
D13463 | Tragulus javanicus

U66068 | guanaco | Lama guanicoe AF196477

226909 | pig | Sus scrofa
223070 | pig | Sus scrofa
$79625 | Sus scrofa 3.3 SRY
a3 | DI0B4E | Sus serofa
— 49860 | pig | Sus scrafa Y

Y SRY
SRY

6 UPGMA
SRY
Fig.6 Phylogenetic tree of the SRY gene Y
sequence of some animals of Ord. Artiodactyla
constructed by the UPGMA method Y SRY
0.01 The bar scale of 0.01

indicated sequence diversity

Akodon Y
3 Y
3.1 SRY Y
PCR SRY Bianchi et al. 1993
SRY SRY SRY
SRY
Y SRY
3.2
SRY SRY
SRY 98 % SRY
87% 1
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Abstract

SEQUENCING SRY GENE OF MUNTIACUS MUNTIAK VAGINALIS AND
A PHYLOGENETIC COMPARISON WITH SOME OF ARTIODACTYLA ™

GUO Jin-Hu SHAN Xiang-Nian CHANG Qing YU Duo-Wei

Department of Biology —Nanjing Normal University ~Nanjing 210097  China
WU Jing-Yang

Departmnet of Biology —Nanjing Railway Medical College Nanjing 210009  China

With human SRY gene primers of the conserved region the SRY gene fragment of M. m. vaginalis homologous to

human SRY was amplified by PCR. In male M. m. vaginalis a gene fragment of 221 bp homologous to human SRY was
identified by DNA dot hybridization. By ligating pGEM® T Vector with the PCR products of SRY gene of M. m. vaginalis
and transforming the bacteria DH5a and clony hybridization with human SRY probe the positive clony with M. m. vagi-

nalis Sry gene fragment was identified gene the SRY fragment of this clony was sequenced. The sequences identities of

SRY gene fragments of all animals of Artiodactyla available from GenBank were compared with the M. m. vaginalis SRY

gene fragment. The phylogenetic tree was contructed and analyzed by UPGMA method and it was studied at the level of

taxonomics and evolution.

Key words M. m. vaginalis SRY gene Sex determination Artiodactyla DNA sequence Phylogeny
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