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Expression of chemokine monokine induced by interferon-y in patients with chronic hepatitis B
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Abstract: Objective To study the expression levels of m onckine nduced by nterferon-y M iy) mRNA and its association
wihHBV DNA and alnine am hotansferase A LT) In patientsw ith chronic hepatitis B .Methods The levelofM gmRNA I
peripheralblood m ononuclkearcells PBM Cs) was dynam ically detected w ith real-tm e quantitative PCR, and the ratio of
chem ckineGAPDH was consdered to represent the final chemokine level. The plhana level of was measured by
enzym e-linked inm unosorbentassay ELISA ). Results The mean levelof M g mRNA in PBM C s of the patients w ith chronic
hepatitis B was 0 6883+0.0693, which w as significantly higher than that n nom al contiols (P<0.001). The plasnaM i level
n the patients was 609 6+73 8 pg/n 1, also significantly higher than that in nom al contols (P<0 05) . Tn patients w ith chronic
hepatitis B, the levelofM g mRNA in the PBM Csw as significantly conelated w ith plasnaM ig level (= 07157, P<0.001),
and plasnaM I kevelwas conelated w ith plasna ALT level ¢= 0.7220, P<0.001) and plasma HBV DNA kvel (= 0.7266,
P<0.001). Conclusion Both the expression of M g mRNA In PBM Csand plasmaM ig concentration are elevated in patients
w ith chmonic hepatiis B. M ig plays an in portant wle in m gration of the mflamm atory cells to the liver and m ediates the
developm entof chronic hepatitis B .
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(25+5) % , I RIZWIFF A 2000 4F 74 %2 4 [0 7 P I
REAVIETT S AR E™ . B F W 2 LU 200 s
HBSAg ) .HBeAg (). §L HBc )M IfLi% HBV DNA
FHYE EBV-DNA>1.0x10° copiesfnl), PR MR 2 M
LTt , B R & FIE®E 2 £, LR/ANFIER
fH 81F BOU/L<ALT<320U L), W 6 1~ H ,
Jo4&J)F HAV HCV HDV HEV HIv &Y, Jo HAh A
B RBEEB 3 A H ok R G0 FH A s 2 AL e i
NG .
12 KA 5B

ELBA [ M g KMHL7H & 3 32 E soma s
A 3 Trizol i 7 & W FH 55 [F Twvitogen 23 A 5 ik & 41 i
EW A LK — ), Light Cycler FagiStart
DNA M aster SYBR Green I [ f[E Roche A ], i
Cyclez ¢ ¢ S I E B PCR X H 2 [E BioRad 2>
Gl
13 fRARE

FHURH RESERKINL 6ml, /5% T 2%
T B C T YL Eppendort & A1 4 3 % 8 Eppen-
dorf & . PUEERE H T 4N i > 4% 40 i (PBM C ) N

LT MigmRNA K I, 4 H F s Mg,
HBV -DNA 5Kzl 7™ 4% 42 B Ud B A5 AT 484
14 558 PCR 42|

Dbk 0 448 Jf 43 25 W H AL 43 B PBM C, ] Hanks
WPEWE 2 K, L 1640 52 2B RS AL = a~2)
x10° 1~ 1 DA Trzolid 52 8% PBM C &L RNA,
IFWikE Sl DNA, H-86 CIKAI &K, K SYBR
Green IZEHRICTIEKM PCR =¥, B WA R A 25
wl, B4 LTSI %4 10 pno,M gCl 25 mmol,
ExTag 125 U,dNTPs 02 mmol,1XPCR Buffer(500
mmolKC1,100 mmolTrs, 20 mg/n lgelatn,pH 83),
2xSYBRTM Green | ¥, 2 plbrifEdh i DNA,
Bt DONA DL 14 Wk, B ol Yiit =R
Shields &5 J7 R 4722 kIR F M g 51 9% 511 L
1, PHIRBSEANT < 95 CHIAEPE 300 s, 95 CAE
PE 50 5,55 CiB k 40 s, 72 CHEAH 90 s, 1 35 MEHR,
J5 72 CIE 300 s, IR DNA W B S5 H Al
HZX P AR, LOBEMR T 58 KN
GAPDH [ E HH A& AH X Rk K-,

xR 1R pCR FENANEETFSIMEFS
Tab.1 Primer sequences for real-time PCR of GAPDH and Mig

Type Sense (53

Antisense (53 Length

GAPDH GGTATC GTG GAA GGA CTCATGAC ATGCCAGTGAGCTTC CCG TTCAGC 188bp

Mg GGA ACT CCA TTC TAT CAC

TAT TGG TGA AGT GGT CTC

414 bp

15 AR Ao dn o iy 2569 4] &

K& R I GAPDH HY PCR 7= ¥ N4 2 i
e ABAE E G ORI R R IR B
1 ng(10° copiesfju]) ) GAPDH #% 110 kLAY 4 4
6 BERR B, B 10°,10%,10° Fl 107 coplesfu L8O 1 b
A LA ES
16 it Fae

H R ARG RZE, Gt B DB F gD -
NA /log GAPDH WA M8+ il 22 FoR b A+
mRNA KKKV LUHEBRTE RNA 4 ORI 36 5% 558 2o 7
ol B AR S o A 22 SR 0 KB, P<0 05 R 25 57
FERTE <

2 R

PP PBM C N M gmRNA KF K I i
MigHmEdHAE, SIEWMBEHLEZERE B EME
(P<0.001,P<005,% 2), Bt E#% pBMC A M g
mRNA 5HAMNE M M i & &R E A (r= 07157,
P<0.001, & 1a), 1M 1E 5 ANFEAR P =35 ToAH G HE (r=
02742,P>010, 1B), BV L EFINE T M g

WeFE 51y ALT /K2 AHE (r= 07220, P<0.001,
Bl 2n ), 1 IE N BER N — 3 oA 56 (r= 027009,
P>020,F 2B), 1@ EEINEMF M gikIES
MJ% HBV DNA & B FEMXK (r= 07266,P<0.001,
Kl 3),

#2 BHEZHFEE PBMC W M igmRNA
RIEKFRMLEFMGEE
Tab.2 mRNA expression (log cDNA/log
GAPDH) in PBMCs and plasma Mig level

in patients with chronic hepatitis B

G moup n M mRNA M I (gl

Contol 24  03921+00601 2874+256

Chronic hepatitisB 45 06883+0.0693 609 6+73 8
t=17 6787 t=26 4544
P<0.001 P<0 .05

3 itig
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