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Abstract:
renal cell carcinoma (RCC). Methods Tissue specimens were obtained from 31 patients undergoing surgery for renal cell

Objective To study the association of SI00A4 mRNA expression level with the differentiation and metastasis of

carcinomas between May 2001 and May 2004. Reverse transcriptional PCR was performed for amplification of S100A4
mRNA (212 bp) from 31 RCC tissues and matched normal kidney tissues besides the tumor, and the differential S1I00A4
Results SI00A4 mRNA
expression was detected in all the RCC tissues and normal tissues adjacent to the carcinoma using fluorescence method, and in
One
case had high expressions in both tissues. Patients with poorly differentiated RCC had significantly higher SI00A4 expression
index than those with well differentiated RCC (7.94 vs 5.06, P<0.001), and patients with metastasis also had higher expression

mRNA expression was analyzed for its association with the clinical manifestations of the patients.

29 cases, S100A4 mRNA expression was significantly higher in the RCC tissues than in the matched adjacent tissues.

index (9.61 vs 5.53, P<0.001). No obvious difference was noted in the expression index between granular cell tumor and clear
cell carcinoma (6.98 vs 6.02, P>0.05). Conclusions S100A4 may serve as a marker for assessing the progression of RCC and
provide assistance for clinical therapeutic decisions. S100A4 mRNA expression is correlated to RCC differentiation and may
facilitate prognostic evaluation of RCC. Differential expression of S100A4 mRNA is correlated to the metastasis of RCC.

Key words: kidney neoplasms; S100A4; gene expression; cell differentiation; neoplasm metastasis

R AP 0 A 2 (S O T DI A 4 DR A B AR
AR, RSO B M e L B S S R

P A A 18 o AR JEE 5 e A e A R B W L T Y

SR b TeA 240 Ff i) S 2 R PRI P 0 i R R R
WTEM R Th R 28 R — RN R R R
HEAEHR . S100A4 2 ML R 1 /)y BUFL IR P8 40 i v
T R H Y — i A B RS A DG BE IR I TR SRR
metastasin>) pELI8* [ 18A2“! 42 A2/ F i, £ 4k 21 it
5+ H (fibroblast-specific protein) %%, S100A4 F A

& B #3:2004-09-25
fEZE B A58 (1963-) , 95, i+ 115 :020-61641799

A PR e Ca> 455 B A S100 ZE 5, H kK
55 /N R 20 TR AR 2R e A iR ) R A DG AR B
G, TR F Ak mT DA I 0 | o A ) 2B
FEF . HHETE AR LA OC S100A4 R385 E 4
MR 22 e I R R E . AR RN T
S100A4 LK 22 5 38 5 B 4 Mo Ji ik R i e R
51k B AR 2R T RS 112 W B T 1) ) T 2 AL 3 0
5K, IF i — 2L R EE X S100A4 (1) B PG YT I
BT BEBUA TG IT SR ALK

1 ##F A&



% 6 3]

JEE 58,55 ST00A4 [N 22 53 2 15 15 5 i 240 L 21K 6 % 1O 56 3R - 713

1.1 — A& 4
1.1.1 A4t B 2001~2004 453 BB 40 i 93 4R i F AR
VIBRARAS , Horp B A Mg 4 20 31 B Ji 55 16 B 41 4t
31 i) FRAS VVEUE TG AR A T RAE B IARAA
WY 15 A2 W g B 40 2, P S B 7 R IE SR o
BT B E R R T ST
1.12 33X A & B & Trizol 2L N LI B gt
KA MR A RS A R A, ST00A4 3 K 5| 4 K 9ok
PRER Ay T 1 A A B B, Hema8000 4k [
P IGA R BR v PR R A A AR A BR A /77 DA BT
RMS M R AR AN R SR AR
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RT-PCR 5 4 K I ' 440 g 2L 20 T JHL i %o 9 5%
1EH ' 4H 40 S100A4 mRNA F£ik/KF . 441 E RNA
PRI 7E VR R R S5 T B AR 2 2 iUk K 2 R
A AR, BHL K KR 1.5 ml
eppendorf & 1, B 100 mg 41214 /i1 1.0 ml 49 Trizol
Z4HW, HARH Trizol i) & UL 1347 . RT-PCR
Tk R AR SE A TR W) R sl ) e b AT IR e
S, SRJG 4T PCR ¥ 14 ,PCR J b A& BLN 40 pl,
S100A4 5% (Genbank:MN174595) K44t ¥ 51
N, IE 59 .5-GATGTGATGGTGTCCACCTT-3'
(nt28-47); [ Ia 514 :5'-GACAGGAAGACGCAGTA
CTC-3'(nt239-220) ; L #R 4 : 5-FAM TGGGGAAA
AGGACGGATGAAAC TAMRA-3', =¥ K & 212 bp.,
B-actin |4 (Genbank:M10277) X ¥R &F #5140 F | 1E
i 51 4 . 5'-GTGGGGCGCCCCAGGCAC CA-3'; JZ [f]
5% :5'-CTCCTTAATGTCACGCAC GATTTC-3'; %
I # % .5-ROX CCACTGGCATCGT GATGGACT
CTAMRA -3', 7= J& 513 bp, S100A4  B-actin PCR
FLI .94 CHIZE P 5 min 5, DL 94 °C 305,58 C
305,72 °C 40 s FE ¥R 40 ¥k, I 72 CHEAH 7 min,
S100A4 mRNA & i J5 ¥ 2K 1] S100A4 $5 % =S100A4
G (FAM)/B-actin # G {E (ROX) , M4 g £ RNA
P E RT-PCR, B F 41 Jifd 5 52 5255 5 7K, S100A4 3
K mRNA ik KFHGZ 5 RT3
1.3 %t a2

K ¢ K B EAT MR R, P<0.05 A G E R
X,

2 FR
2.1 S100A4 mRNA % ik 4 4E

31 5 i 4 AR A S100A4 mRNA 5¢ Y66 I 1 %%
29 Xt bR A it 40 20 S100A4 [ mRNA ik i
T o IR A,
22 B AL SI00A4 £ 57 Kk 5 R AN FAT A0

R A7 (I 2% ) ' 40 f 968 1Y S100A4 BE P 22 5
Fek T s A A (1 90) B 4R LR L {2 S100A4
RPN 22 5 R H VRS RIS R RN e 343 R TG B
BRRGERD),

R 1 SI00AMd RIEEEBEERFENX R
Tab.1 Association of S100A4 mRNA level with

clinicopathology of RCC

Description n S100A4 index (average)
Sex

Male 24 6.63

Female 7 5.88
Age

>50y 13 6.66

<50y 18 6.31
Tumor size

>5cm 16 6.93

< 5cm 15 5.95
Pathology

Clear cell carcinoma 17 6.03

Granular cell tumor 14 6.98
Histology

High-differentiation 16 5.07

Low-differentiation 15 7.94*

*P<0.001 vs high-differentiation. RCC: Renal cell carcinoma

2.3 S100A4 2 &k 5 BmEHG X A

31 BlbRAS 7 B4 ik B A5 A s b e A%
AR 24 BITEWI RS . A R4 S100A4 45 ECF- ¥ E
H99.61, 1M CHEREH Ny 5.54, 9 & i BB £ R
(P<0.05). S100A4 X [K 2= 53238 5 B 4 A g % 7% W]
WANK, KRR B E mRNA BHYE R A RIA 85T
Toie#% 5 (P<0.05) .
2.4 S100A4 A B =4 %2

RT-PCR J& /=17 1% 5 ig b EE e sk (1),
S100A4 7~ Wy 7E ¥ 9 5 98 05 IE W H b 39/ Rk
YK 212 bp,

S100A4 212 bp

B 1 BEEATHALS S100A4 EEH PCR =4
Fig.1 S100A4 gene fragments in RCC tissues and matched
adjacent normal tissues
C: RCC tissues; N: Matched adjacent normal kidney tissues; M: Marker
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