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Application of microarrays in screening the tumor-specific genes in the genome of K562 cells
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Abstract: Objective To screen tumor-specific genes of K562 cells using DNA microarray technique. Methods The ge-

nomic DNA of normal white blood cells and cultured K562 cells were respectively purified and digested with Sau3A I, and
the digested DNA fragments of K562 cells were cloned into TA cloning vector to construct the corresponding genomic DNA
library. The insert genomic DNA fragments were amplified from the library to prepare the microarray using Cartesian 5500
Microarrayer. The digested genomic DNA fragments of normal white blood cells were labeled with fluorescent Cy3 by restric-
tion display PCR (RD-PCR), followed by hybridization with the microarray, after which the slide was washed and scanned
with ScanArray. Results Among the 426 target genes, 42 differential genes were identified in the genomic DNA of K562
cells in comparison with the normal white blood cells. One of the genes was identified as the breakpoint cluster gene (BCR)
after sequence analysis. Conclusions The DNA microarrays we constructed may effectively identify the tumor-specific genes
in K562 cells, and DNA microarray technique can be helpful in elucidating the molecular mechanisms of tumorigenesis at the
genomic level.
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Fig.4 Sequence analysis of the differential genes

A: No.17 differential gene clone; B: No.22 differential gene clone
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