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Establishment of protein spectrum of nasopharyneal carcinoma cell line HNE-1 by two-dimen-

sional polyacrylamide gel electrophoresis
XU Shou-jun, LI Xin, L Li-chun, LI Xue-hua

Department of Pathology, First Military Medical University, Guangzhou 510515, China

Abstracts: Objective To establish optimized two-dimensional (2-D) polyacrylamide gel electrophoresis (PAGE) for displaying
the full-scale protein expression spectrum of nasopharyneal carcinoma (NPC) cell line HNE-1, which can be instrumental for
proteomic study of NPC. Methods Large-scale HNE-1 cell culture was carried out from which the total protein was extracted
with optimized method and separated by isoelectric focusing with linear and non-linear immobilized pH gradient (IPG) strips
between different pH ranges followed by vertical SDS-PAGE. The 2-D maps of the proteins of HNE-1 cell line were then
established. Result 2-D maps of the total protein of HNE-1 cell line were effectively displayed on IPG strips of different pH
ranges and with optimized 2-D electrophoresis. Conclusion With IPG strips with overlapping pH ranges, improvement of the

protein separation can be achieved in 2-D electrophoresis.
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Fig.1 Comparison of the two-dimensional electrophoresis results with different amount of proteins loaded
A: The amountof loadedsamplewas100 g; B:Theamount of loaded samplewas200 g;C:Theamountof loaded sample was 300 g
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Fig.2 Differences between linear and
non-linear IPG strips in two-dimensional
electrophoresis
A:Linear IPG strippH3-10;B:Non-linear |PG

strip pH3-10
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Fig.3 Two-dimensional electrophoresis
maps showing the effect of IPG strips
with overlapping narrow pH range in
protein separation of HNE-1 cell line
A: pH 3-6;B:pH4-7;C:pH5-8;D:pH7-10
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Fig.4 Comparison of two-dimensional electrophoresis results before and after optimization of alkaline range
A: Before optimization; B: After optimization
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