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Fig. 1 Chromatogram of trimethylsilylated hydrolysate of HL-60 cells DNA
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Fig- 2 CGC/MS-SIM of trimethylsilylated hydrolysate of HL-60 cells DNA
a. REFHE,b L - BEGEGHRER.

a. total ion current profile, b. mass spectrum of trimethylsilylated 8-hydroxyguanine.
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Table 1 The recovery and the precision of the 8-hydroxyguanine (n=23)

PN 3; 3 [ h  E

Added Recovered I P R IR RSD
concentration concentration Recovery Average recovery Stzildard deviation (%)
(mg/L) (mg/L) ¢79) 7)) (X=+S8)(mg/L)
400 307. 56 76- 89 307.56+£5. 84 1. 90
1200 998. 64 83.22 81.70 999. 00+20. 76 2.08
2 000 1 699. 60 84. 98 1 699. 60+56. 80 3.34
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Detection of 8-Hydroxyguanine in the DNA of
the H,0,-Treated HL-60 Cells by GC/FID

Zhang Haitao, Zhu Qifeng, Mo Li’er', Zhuang Haiqi' and Cai Chun?
(Institute of Medical Biochemistry, ‘Department of Chemistry, The Central
Laboratory, Guangdong Medical College, Zhanjiang, 524023)

Abstract This paper describes the DNA damage by hydrogen peroxide in HL-60 cells and the detection of 8-
hydroxyguanine produced. The number of cells was at least about 2X10"/sample. Treatment of HL-60 cells
with 0. 4 mmol/L hydrogen peroxide for 24 h would result in DNA damage. The DNA samples were isolated,
then qualitatively and quantitatively analyzed before hydrolysis. The results of experiments showed that 100
~300 pl. 98% formic acid could hydrolyze about 0. 12 mg DNA samples completely in 150 C for 1 h. After
lyophilizing the DNA samples for 6-8 h,one DNA sample was trimethylsilylated completely with 150 pI. BST-
FA in 150 C for 1 h. The recovery of trimethylsilylated 8-hydroxyguanine was 81. 70%. The trimethylsi-
lylated 8-hydroxyguanine was identified by GC/FID and CGC/MS-SIM parallely.

Key words = gas chromatography-flame ionization detector, gas chromatography-mass spectrometry, HL-60

cell, 8-hydroxyguanine



