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Fig.1 The tail portion of sequencing electrophoretogram
Electrophoresis voltage 5250 V electrophoresis temperature 50 C  electrophoresis time 105 min loading time 20 s loading voltage 1500 V.
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Fig.2  Cross-contamination induced by inoculation

Conditions as in Fig.1.
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Fig.3 Cross-contamination induced after inoculation

Conditions as in Fig.1.
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1500 V 20 s
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Fig.4 Evaluating the purity of template by
batch slab agarose electrophoresis 700 bp

The cross-contaminated template is pointed by an arrow see

Fig.2 for its chromatogram.
Electrophoresis conditions 0. 8% agarose sample volume 2 1
pL loading volume 8 pL  electrophoresis voltage 150 V. 1
Table 1 Comparison between capillary array electrophoresis
and gel slab electrophoresis

Item Capillary array Gel slab
Running time 4h 7h
Pre-steps before running no washing plate making gel
Sample treatment before loading  no denaturing
Loading procedure automatical manual
Analysis of chromatogram no tracking step  tracking before analysis
5
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Fig.5 The contamination induced from factors outside the DNA sequencing reaction

Conditions as in Fig.1.
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Capillary Array Electrophoresis and High-Throughput DNA Sequencing

ZHEN Zhi-cheng YAO Zhi-jian
Chinese National Human Genome Center Beijing 100176  China
Abstract Depending on the outputs of 10 080 DNA sequencing samples from the human genome project
technical features of capillary array electrophoresis are discussed. The results show that 88% of the total
readlength were higher than 50 kbp/run. It means that most of the readlength could reach 500 bp or more with
reasonable quality. The results were much better than expected when the technology of capillary array appeared
about one year ago.

A key parameter affecting the quality of DNA sequencing is the purity of sequencing template. Therefore a
batch agarose slab electrophoresis was applied to check the purity before loading. Other conditions such as
concentration of template and loading amount are discussed as well. Finally comparisons based on the
electrophoresis timing the pre-treatment of samples the loading procedures and the results analysis between
capillary array electrophoresis and slab gel electrophoresis have been made. From the point of view of high-
throughput DNA sequencing especially in the field of genome research the capillary array electrophoresis
should be the better choice as a more efficient technical platform.
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