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A OE: UHE/SER 7T Pmo7034 R 175 MEA B R RIL(F,,, ) JEREAENFR P THRMEEH ()5 12 4,
17d.22d.27d M 32 )GMP S BB BFMBEME NI CMP 5B IE N . ZRRA.ZHRILERER GMP &
BTGB SHENEABEENE -, 2R E-E-K-B-F 00, PR ER Y cMP W RBRBRRK, GERF
BOEELE RIEAEXFETRE A THENESE . RAEEF LA RARAIEE. FARTEHAA GMP §
B RHNEEARMER,(1,17+18,5+10) .(N,17 + 18,5+ 10) . (1,14 + 15,5 + 10) FI(N, 14 + 15,5 + 100 AA ME R R F
BEREEMPREMEEYN CMP SR RATAEFTHE, B FHFE 274 R dBAHE LA FRRBBEDRT. HN
CMPREHNEREE X4 MHARNTOMPAERENAA MS+ 0T ERKHMBTEN CMPRHEBRERAH., &
FAEHER GMP A B &AM BAETT RV, EH CMPHRNERAESE MR ERYRE XL, ASBERRRALEAR
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Dynamic Changes of GMP Content and Net Genetic Variation in Wheat RIL
Population
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Abstract: The experiment was conducted using 175 recombinant inbred lines (RILs) derived from a cross between common
wheat Jing 771 and Pm97034. The results indicated that the GMP content in most RILs was accumulated at low level in
early stage of grain filling, then ascended gradually, but descended at about 22 days after anthesis, then ascended
continually up to maturity, which was the same as that in their parents. The effects of different subunit combinations on the
dynamic changes of GMP content were different. The GMP content in the RILs with(1,17 + 18,5+ 10), (N,17+18,5 +
10),(1,14 +15,5+10),(N,14 + 15,5 + 10) subunit combinations were quickly accumulated from 27 days to 32 days
after anthesis, and up to the highest value at maturity. The four subunits combinations especially the 5 + 10 subunits were
favorable to GMP accumulation. The results of conditional genetic variance components showed that the GMP quantitative
genes were expressed from filling to mature, and most active at 17 days after anthesis, while inactive at about 22 days after
flowering. The dynamic changes of the GMP net genetic variation were similar to that of GMP content accumulation.
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Fig.1  Dynamic changes of GMP content in RIL population
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. [2] Sun H(#&), Yao D-N(BEASF), Li B-Y(FRZ), Liu ¢TI~
3 -ﬁj‘rg H), Zhang S-Z (3K # 3 ) . Correlation between content of glutenin
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