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[ Abstract] Objective To establish an experimental method of studying rat epididymal fluid proteome
by two dimensional liquid chromatography and MALDI-TOF MS and provide a foundation of studying other
mammal epididymal proteome. Methods The epididymal fluid proteins extracted were exchanged with start
buffer and separated by chromatofocusing in the first dimension. The fractions between pH4. 0 and pH8. 5
collected from 1D were separated by reverse-phase HPLC. The fractions were collected by automatic fraction
collector. The UV maps were transformed into pI/UV maps by ProteoVue software ; The fractions including high
abundance proteins were identified using MALDI-TOF MS. Results
fluid proteins by two dimensional liquid chromatography, constructed pl/UV maps and obtained some high
abundant proteins ( ERABP, Clusterin, CRISP). Conclusion
isolating of epididymal fluid proteins and studying of epididymal functions.
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Fig.1 Chromatofocusing of rat epididymal fluid proteins
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Fig.2 pI/UV map of epididymal fluid proteins
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Table 1 High abundant proteins identified by MS

U4 B pE o B g
clusterin P05371  5.46 51375  Cap,Corp
E_RABP P06911  5.24 20656 Cap,Corp,Cau
CRIS1_RAT P12020 4.86 27847  Cap,Corp
PEBP P31044  5.48 20657 Cap,Corp,Cau
Serum albumin precursor P02770 6.09 68 688 Cap
Sperovide dismutase PO7632 5.89 15771  Cau
Beta-hexosaminidase P49010 5.27 68213  Cap,Corp
y-glutamyltransferase 1 P07314 6.75 61555  Cap,Corp

3L ; Caput ; {438 : Corpus; BB : Cauda
Cap ; Caput; Corp: Corpus; Cau;Cauda
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