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Abstract  Objective To screen and identify the interactive proteins of CLN8P and provide clues for the
studies on CLN8 function and pathogenesis of NCLs. Methods The Human Fetal Brain ¢cDNA library was screened
with with pLexA- CLN8 as bait plasmid by yeast-two hybrid system and Leu” and LacZ® positive yeast clones were
obtained which were cotransformed to the EGY48 p8op-LacZ along with pLexA- CLN8 plasmid one to one by yeast
simultaneous cotransformation so as to identify the protein interactions again. The inserted fragments of identified posi-
tive clones were sequenced and analyzed with Blast in NCBI. Results There are 60 Leu” and LacZ™ positive yeast
clones which are obtained through screening the fetal brain library with pLexA-CLN8 as bait plasmid. There are 22
positive clones identified one to one by yeast simultaneous co-transformation. 5 different candidate gene sequences are
obtained by Blast analysis in NCBI. Conclusion 5 gene sequences were obtained these coding proteins can interact
with CLN8P and some of them may be involved with pathogenesis of NCLs.
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Table 1 Statistics of results by homology analysis
ND1 100% NADH ehydrogenase subunit 1 3922232642
MT3 100% metallothionein 3 67 18 20
Homo sapiens Brkl-like protein mRNA 100% hHBrk1 38
BYSL 100% Bystin 37
ND5 97% NADH ehydrogenase subunit 5 13 28 29 30 31 32 33 40
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