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[ Abstract] Objective To study the polymorphism distribution of ATG repeats in the resistin gene 3'-
UTR in T2DM and normal populations to examine whether the polymorphism are associated with T2DM.
Methods 243 subjects with T2DM and 110 controls were randomly selected from Han Population in northeast
China. Sequence variants of the resistin gene were analyzed with the Single Strand Conformation Polymorphism
Analysis of Polymerase Chain Reaction Products ( PCR-SSCP) technique as primary screening and then DNA
direct sequencing was undertaked. Results In the total of 353 subjects, 3 kinds of genotypes of the ATG
repeats in resistin gene 3'-UTR were identified: ATG repeated 6,7 and 8 time. In the T2DM group the
frequency of 6,7 and 8 times repeats were 90. 5% ,5.4% and 4. 1% , respectively. However all of the 110
normal controls the ATG repeated 6 times and no 7 or 8 times repeats were examined. Conclusion The
polymorphism distribution of ATG repeats in the human resistin gene 3'-UTR is different between T2DM patients
and normal population. It may be that this difference is associated with the susceptibility of T2DM and plays an
important role in the pathogenesis of T2DM in northeast Han Population of China.
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RUME PR B 243 B, 2 BB PRIE 2 B R & 1999
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FRABTIFEXT QBT AR R, T & 5k
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M3 AEATE bR . SR A & AT e I 3% i 5% 2R
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(TC) AR = % B 8 2 1 - I [ B2 (HDL-C ) , IfBER
FHR AR S AL BRI .
1.2 ZEMAT - IRESNA M F 4 DNA, FIHRE
B S D X LR R 3R B X AT e B
B 519750k . BS54 :5'-GAGACCACATGTCAC-
TGCCAGTGC-3'; Fii#3|#) :5'-GTCCCTCCGGGCCTAC-
TAAAGAAAC-3'( iR A ARF BRAFIA ) o
PCR 25 pL JZ i {A % H: 10 x PCR buffer 2.5 pL;
2.5 mmol/L dNTP 2 pL; HRes70 0. 8 pL; HRes302
0.8 pL;Template 2 pL;H,0 16.5 uL;rTaq 0.4 uL,
FRL S5 A AR 94 °C 3 min ;45 94 °C 20 s,3R K
64 °C 30 s, JEfH1 72 °C 20 5,30 MEH ; AR LE 72 °C
10 min, 4 CIRFEEH,

¥ L3R PCR =4 T 25 1 5% o W (90% R P,
20 mmol/L EDTA, 10 mmol/L NaOH) H 94°%C 7F {4
5 min SR/E VK LY . IR FAESCHCEL 29:1 (1) 8%
AR R DY IR IR A B FaL Dk 3 h, HB R 600V,
R 58 TR s P P 5 i Pl K 485 SR AT 0 25 2 1R A
SR )G Bt — 254500 7 4 B ( DNA U L i 180 A 9
EARBRAFHT) o
1.3 G240t Br A BERER A SAS6. 12 #4347
b, BAERTCRHINAT & IES A0, R AR, 2 41E
ZR WA % X FIEES MR, RAP AL
B iR FOF- 35K, 2 4 18] 2% 5t Wilcoxon JE
SER BT AT

2 #R]

2.1 T2DM & (IE# XF B2 e PRECYE i 4 1) Hb 3t
W 1, T2DM 4 X} B840 2 ] v ] AR ik 22 B ¥ T
Giit#E X (P >0.05) ,T2DM 4 BMI,Bp. %5 if Ifi 4
B BESEKEFHHER FE®4(P<0.05),
SIEH 4 H#, T2DM 4 TC /KB B3R (P <
0.05) ,TG /K F-BI B3 E (P <0.05) ,HDL-C 7K &
ETF(P<0.05),

FALMX T2DM 5IE% N8I bR £ 4E 4 18] bL 5%

Table 1 The comparison of the clinical data between T2DM patients and the controls
of Han population in northeast China

g3 PR AERS BMI TC Fins FPG TG HDL-C Bp
(B i) (%) (kg/m?) (mmol/L) (mU/L) (' mmol/L) (mmol/L) (mmol/L) (mmHg)
apicH
(ij-_ml\I%) 61 .49 53.86 +9.34 22.12 +4.38 5.03+1.12 7.3 4.9 1.12 1.89 133/81
4
(1:131\244,3% 131112 54.08£11.21 26.67 £5.11 7.52£1.71  13.5 9.1 2.08 0.56 156/92

X TFHEA AT BARR I © = S R , X TR IE AN JORR T A o BOIR 1P 38K o

We used the x =S to describe the normal distribution data while for the nonnormal distribution data we use the median to describe them.



LB #2322 2006 4 12 4 15 HE529 %556 53 Int J Genet Dec 15,2006, Vol 29, No. 6 . 400 -

2.2 PCR-SSCP ¥ it s . 7 353 #lzidE
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2.3 MFPEER 7E 353 B Z ik i, resistin ZE[H 3'-
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R SE R B I B, a BIBEH B ATG JF5)E R
6 K,b BUILI A ATG FP3|E & 8 IR, c BIZLA A
ATG FFFIER T Ko

arker a a b b c c

#

E 1 PCR =43 AR Bk
Fig.1 PCR-SSCP results of the PCR products

B2 «BEFNFLER
Fig. 2 DNA sequencing results of the a type ATG repeats

B3 bEERABAFER
Fig. 3 DNA sequencing results of the b type ATG repeats

B4 cBERNFLER
Fig. 4 DNA sequencing results of the ¢ type ATG repeats
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Steppan 21\ K resistin 2 ARk 5 R 2 EHEHT
MEZEFRT, REARBIURS RIEARZIR, 1E ob/
ob.db/db FIK £ 5| A i AL M PR v /s B, I Y
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RS RAEFHBARAE K. AL, — R RIRA Y
E M 2 — W 2S ( thiazonlidinedione , TZDs ) 7] 12 3 &K
resistin FLK F23K , resistin FLIE P B E /DR RS R
TR . Savage %)Xt A MIBFIE B, 7 ALk
IR 4R o resistin mRNA K3k, 5 BMI LK, 5
KA BB IEAHR, I, resistin 5 T2DM 46 564
I TR Z S E IR A

BEE NZEHE R A TR IRATTE R, ATTHF 46 F
FHEE PR 22785 1 B 0 PR F) A e 6 R AT S 728 A T
FIAHSE 20 Mo James 2610 6 i 22 K W 4 3t IX N
resistin FE P IBTFTH &L BL 9 4~ SNPs, 5"l [X. #4728 5
SRESEE(BML) A6, B 3 F RS —4
X BB BMI ARG . Sentinelli 457 3 2 KA MK
resistin FERVE T ZMERFF AU 3/ -AEBIEX +
1326G/C fif¥ 1 4~ SNP, T H. 5 2 K FIA B IERE
T2DM B EM KM, Pizzuti 4 BRI, BAF
V5 VG B A0 Gargano X\ FfHp resistin A 3'-FEBH1%
X ATG FHIERE 7T K& 5 94.5% ,EHEIH 5 R
By RILHUAHSE, Horh ATG JF3)E & 6 RIS H
P B ATG Jp oI E A 7 YR S5 AL 2k R #5707 3 X
o 15 2R AR R

AT T AR ACDUHENFF resistin FE[H] 3'- UTR
1 ATG 75 i 280, 45 R BoR1E 353 #lZ i &
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B, 3 FhEEAIBITE 243 f5] T2DM &3 h 3R AL, Horp
a B9 220 ], 5 & N 90. 5% ;b B 10 ], HER K 4.
0% ;¢ 24 13 {5l , 303N 5.5% . 110 i 1EH AR
PR a Bl ATEFE b BE ¢ B, iZ4558 5 Antonio [
PR RA A, RILDUEAFE S ATG J73 LUE
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B2 ATG [P EHE 8 (R RER 7 K5 T2DM %,

3’- UTR A7 LA i JLRPHL )98 45 2 ekt
H i, AT R b BILL K o RUFE R R AT GRIE i T 9
HEPU R B R R IA T S L B A 5 8 2 BB IR
W0 ZIRIX — BT B o %o A (] B R 2 F g s 4
LB R E R R BB HETHIR A 6B 815 2IE
Lo AN, BT REM T 3'- UTR ) ATG EE P31,
T - B R THEHT R R S e DX 8 HoAth 225
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fr, Fr AR Sh—A Al g2 3'- UTR By ATG EREA
55 2 RO IRGHETLRER, T2 5 73 Ah— IR T 4K
PIRRRIZ AR T E YA VA, AT A3
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Sl 3 X8 0 H At 22 57 R AT BT, AR
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