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Application o 12Sr RNA in the identification of

Muntiacus crinifons and Muntiacus reevesi
HE Pejian RUAN Xiangdong FANG Shenggwo
(Cdlege d life stences, Zhgiang University, Hangzhou, 310029; State Consarvation Center for Gene Resourcss d  Endangered Wil dlife;
Key Laboratory of Conservation Genetics and Reproductive Bidogy for Endangered Wild Animals, Ministry d Education)

Abdract : The gened 12SrRNA exhibits a high degree of conservation during anima evolution.  Its sequence shows partid differ
ence anong ecies but little variation anong individud s of the same gecies. Therdore , the 12S rRNA could be used to perform
intracand inter- pecific identification sudes. All the deer of genus Muntiacus become endangered due to excesdve poaching and
thus protected by Chinas Wildife Protection Law &t the nationd and provincid level . Inthis gudy , we enployed the sequencing of
12S rRNA to identify two corfiscated sanples and found out that the two sarmples were Muntiacus crinifons and Muntiacus reeves |
repectively. The sequence of the 12SrRNA adopted in this sudy proved to be a suitable genetic marker for gpecies identification

o conservation animals.
Key words: Muntiacus crinifons; Muntiacus resves ; 12S rRNA ; Identification

(Muntiacus crinifons) , ,

95 108 cm, 21 26 kg, , , 2003 3
6 000 , |
[1.2]
[1] 1
(Muntiacus reaves) |, , 73 87 1.1
cm, 10 15 kg, 1 , 2008 3 6
, D2 , 2003 3
[2]
, , , 2003
) 22
“ 948" (2003- 4- 42)
(1979- ) ,
: 2004- 03- 28; - 2004- 06- 28
* , E- mall : gfang @mail. hz. 7. cn

© 1995-2005 Tsinghua Tongfang Optical Disc Co., Ltd. All rights reserved.



4 1 12SrRNA

351

1.2 DNA

TNE (10 mMV Tris- HA , 100
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(M. reaes sequence) AAACTGGGATTA GATACCCCACTATGCCTA GCCCTAAACACAAATAGITTCCACAA
2 (Identified sanple 2) AAACTGGGATTA CATACCCCACTATGCCTA GCCCTAAACACAAATAGITTCCACAA
(Qortrol sanple) AAACTGGGATTA GATACCCCACTATGCCTA GCCCTAAACACAAATAGITT - CCACAA
1 (Idertified saple 1) AAACTGGCATTA GATACCCCACTATGCCTA GCCCTAAACACAAATAGIT - CCACAA
(M. reaes sequence) ACAAAACTATTCGCCA GA GTACTACCGBCAATA GCTTAAAACTCAAAGGACTTGEC
2 (Idertified saple 2) ACAAAACTATTCGCCA GA GTACTACCGECAATA GCTTAAAACTCAAA GGACTTGCEC
(Qortrol sanple) ACAAAACTATTCGCCA GA GTACTACCGGCAATA GCTTAAAACTCAAA GGACTTGEC
1 (Identified sanple 1) ACAAAACTATTCGCCA GA GTACTACCGBCAATA GCTTAAAACTCAAAGGACTTGEC
(M. reaes sequence) GGTGCTTTATACCCTTCTA GAGGA GCCTGITCTATAATCCGATAAACCCCGATAGAC
2 (Identified sanple 2) GGTGCTTTATACCCTTCTA GAGGA GCCTGITCTATAATCGATAAACCCCGATAGAC
(Gontrol sanple) GGTGCTTTATACCCTTCTA GAGCGA GCCTGITCTATAATCCATAAACCCCGATAGAC
1 (Idertified saple 1) GGTGCTTTATACCCTTCTA GA GGA GCCTGITCTATAATCGATAAACCCCCATACGAC
(M. reaes sequence) CTCACCATTCCTCGCTAATACA GTCTATATACCGCCATCTTCA GCAAACCCTAAAA
2 (Identified sanple 2) CTCACCATTCCTCGCTAATACA GTCTATATACCGCCATCTTCA GCAAACCCTAAAA
(Gontrol sanple) CTCACCATTCCTCGCTAATACA GTCTATATACCGCCATCTTCA GCAAACCCTAAAA
1 (Idertified saple 1) CTCACCATTCCTCGCTAATACA GTCTATATACCGCCATCTTCA GCAAACCCTAAAA
(M. reaes sequence) AGCGAATAAAA GTAA GCGCAATCATAATACGTAAAAACGITAGGTCAA GGTGTAACC
2 (Identified sanple 2) AGGAATAAAA GTAA GCGCAATCATAATACGTAAAAACGI TA GGTCAA GGTGTAACC
(Gontrol sanple ) AGCGA GTGAAA GTAA GCGCAATCATA GTACATAAAAACGITA GGTCAA GGTGTAACC
1 (Idertified saple 1) AGGA GTGAAA GTAA GCGCAATCATA GTACATAAAAACGITA GGTCAA GGTGTAACC
* * * *
(M. reaes sequence) TATGGCATGGGAA GAAATGGCCTACA CTAACTTAAGAATAATTCATATACEA
2 (Identified sanple 2) TATGGCATGGGAA GAAATGGCCTACA CTAACTTAAGAATAATTCATATACGA
(Gontrol sanple) TATGGAATGCGAAA GAAATGGCCTACA CTAATTTAAGAACAACTCA - ATACGA
1 (Idertified saple 1) TATGGAATGGAAA GCAAATGGGCTACA CTAATTTAAGAACAACTCA - ATACRA
(M. reaes sequence) AAGITATTATGAAATTAATAACCAAA GCA GCATTTA GCA GTAAACTAAGAATAGAG
2 (Identified sanple 2) AAGTTATTATGAAATTAATAACCAAA GCA GGATTTAGCAGTAAACTAAGAATAGAG
(Qortrol sanple) AAGITATTATGAAATTAATAACCAAA GCAGCATTTAGCAGTAAACTAAGAATAGAG
1 (Identified sanple 1) AAGTTATTATGAAATTAATAACCAAA GCA GGATTTAGCAGTAAACTAAGAATAGAG
(M. reaes sequence) TCCTTAGITGAATTA GGCCATGAA GCACBCACACACCGECCCGICACCCTC
2 (Idertified saple 2) TGCTTAGITGAATTA GGCCATGAA GCACGBCACACACCGCCCGICACCCTC
(Qortrol sanple) TGCTTAGITGAATTA GGCCATGAA GCACGBCACACACCGCCCGICACCCTC
1 (Identified sanple 1) TCCTTAGITGAATTA GGCCATGAA GCACBCACACACCECCCGICACCCTC
2 12S rRNA (* )
Fg 2 Qnpaiond control sanple, identified sanples and the 12S rRNA sequence of the M. reavesi ( *indicates variable stes)
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