ittt HEREDITAS (Beijing) 28(9): 1087~1092, 2006 = FTIR

T ¥ MHC Class 1 B H 52 K& EIRZE R R

Rl FE4 L EF L F ML KER |, R T,
ANE2 wmEN, AFR L Kieg!

(1. EFHARZF BT K ST, F 5 266109; 2. Al Bl B & B 72 i1, A6t 100094)

 E: FEMALSUARNE S EWMHC) S Z NIRRT SR YE BT 1 5005 8 2% 2 T A AE G I AN GenBank/DDBJ/EMBL
FEPRZE A O . HAb 193 TRAT AL MHC Class 1 B:RBEATFEHI 0 M b5, A H LA-PCR M L%
REIIER AP 7 T MHC Class 1 ZEF ¥ 5 (DNA J7 51 mRNA J¥5] GenBank %35 7375 AM114925 A
AM114924), FEorHTHIEHE A G . 18 AP B =R ARSI 45 R AT 4007 . SEPK41 DNA th 8 M7 F1 7
ANAEFAR, SAERFAREER 60.8%~64.1%, 5 ANHFREEN 42.9%. 5 FHAME—SHR T LGS
A oAb A TRATA . W FLA LR ARG DGR, RGBS 3 b A T 12 ks DT e 2 5 o iy 45 440 40 R 258 K i 45 440
W

KR MHC Class 1; Tet; LR, 2 b Auh; SO FVR 2, [l g

PESES: Q953 X#kFRIRAS: A X EHE: 0253-9772(2006)09-1087-06

Molecular Cloning and Homologous Modeling of Wulong
Goose MHC Class | Gene

JIA Xiao-Hui', WANG Bao-Wei', WANG Lei', LI Zhen', ZHANG Ming-Ai", WU Xiao-Ping",
LIU Guang-Lei?, YANG Zhi-Gang', LONG Fang-Yu', ZHANG Xu-Hui'

(1. Institute of High Quality Waterfowl, Laiyang Agricultural University, Qingdao 266109, China;
2. Institute of Animal Husbandry, Chinese Academy of Agricultural Sciences, Beijing 100094, China)

Abstract: Major histocompatibility complex (MHC) was correlated with immune response for extra-antigen. MHC sequences
of chicken, other birds, crawl species and mammalian were derived from GenBank/DDBJ/EMBL and analyzed by alignment,
and then primers were designed. By means of LA-PCR method, MHC Class 1 gene was cloned from Wulong goose genomic
DNA and total RNA, and the structure of MHC Class I genomic DNA was analyzed using bioinformation methods. The
results showed that the genomic DNA, which consisted of 8 extrons and 7 introns, had 64.1% amino acids homologous to
chicken and 42.9% amino acids to human. The molecular phylogenetic tree further revealed evolutionary relationship between
Wulong goose and other animals such as chicken, other birds, crawl species, mammalian and human. The results of
homologous modeling showed that Wulong Goose MHC Class 1 gene was formed by amidocyanogen (N) terminal structure

region and carboxyl (C) terminal structure region.
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Fig.3 Exon and intron organization of Wulong goose MHC Class 1 gene
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4 100.0 100.0 100.0 597 542 340 362 189 359 147 33.0 329 359 340 344 162. 4 JEThfn Zebrafish
5 100.0 100.0 100.0 57.1 J 545 364 360 174 361 141 383 398 408 373 389 132 5 44 Grass carp
6 100.0 100.0 100.0 69.3  68.5 316 411 129 356 125 328 349 368 333 339 132 6 Jiy =3fi Atlantic salmon
7 100.0 100.0 100.0 100.0.100.0 100.0 392 191 779 149 629 67.6 643 61.8 658 164 7 i[H#H Chinese hamster
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16 99.2 100.0 100.0 100.0 100.0 100.0° 45.5 100.0 100.0° 47.6 100.0 15.1 29.5 32.0 7. 19.4 16 EJL% Chimpanzee
17.100.0/100.0 100.0 100.0'100.0 100.0 100.0 100.0 29.4 100.0 76.8 100.0 100.0 100.0 100.0.100. 0-17 KL% Parus major
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Fig. 4 Homologous comparison of amino acids sequences of Wulong goose and other species
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Fig. 5 Phylogenetic tree based on the amino acid sequences of Wulong goose and other species
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Bl 6 HAHE MHC Class | HFBEREM
Ar T EHR LG B TR SR S BRI AR S () 4 (A )
Fig. 6 Backbone structure of Wulong goose MHC Class |
A: Secondary structure of backbone; B: Spicial tendency of the main chain form amino-terminal to carboxyl-terminal.
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