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RAPD Study of Populations of Glycine tabacina
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Abstract: The ecological genetic research on Glycine tabacina populations was based on RAPD technique, which re-

vealed 100% polymorphisms,with minimum value of 0. 41 in population MM, and maximum value of 0. 82 in popula-

tion PT. Cluster analysis showed that the populations” genetic variation was correlation to the environment gradient

when the geographic distance among populations was big. In small geographic range, however,no correlation exists

between genetic structure and ecological factors because of random genetic drift.
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Table 1 Materials and their resource
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Table 2 No. and percentage of polymorphic sites in

populations of G. tabacina with different primers

5| ¥ popPT popMM popMY popMR Js8an
S101 4/0. 80 2/0.4 4/0.8 1/0.2 5/1.0
S102 3/1.00 KKK XK X X X 1/0.333 3/1.0

S103 8/0. 80 5/0.5 6/0.6 5/0.5 10/1.0
S104 8/1.00 1/0.125 % = % = 3/0.375 8/1.0
S105 7/0.58 1/0.083 % % % x  8/0.667 12/1.0
S106 6/0.67 4/0.444  6/0.667  6/0.667 9/1.0
S107 0/0.00 % x % 4/0.8 1/0.2 5/1.0
S108 4/1.00 3/0.75 2/0.5 1/0. 25 4/1.0
S109 3/1.00 0/0. 00 * % % x  xxxx 3/1.0
S111 * % x % 2/0.5 2/0.5 3/0.75 4/1.0
S112 * % % % 2/0.4 4/0.8 2/0. 4 5/1.0
S113 6/0.75 * X % % 8/1.00 * % % x  8/1.0
S117 * % % % 6/0.857 5/0.714 4/0.571  7/1.0
S118 4/0.67 * % % x  4/0.667 2/0.333  6/1.0
S119 2/0.33 0/0. 00 6/1.00 4/0.667 6/1.0
S120 1/0.17 * % % % 5/0.833  2/0.333  6/1.0
Bt 56/0.82  26/0.41  57/0.76  43/0.51 101/1.00
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Table 3 The genetic distance among

populations of G. tabacina

popPT popMM popMY popMR
popPT * X X ¥ 0.8179 0. 8870 0.7953
popMM 0.2010 * % % x 0.9236 0. 9090
popMY 0.1180 0.0794 LR T 0. 9407
popMR 0.2290 0. 0954 0.0611 * %X X %
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Fig. 1 Dendrogram generated based on the genetic
disdance using UPGMA methods
(popl:PT;pop2: MM;pop3: MY ;pop4 : MR)
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