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The Genetic Analysis of a Family with Syndactyly and Adactylism

LUO Tong-Xiu, LI Shi-Wang, WANG Xiao, XU Ming-Zong, HUANG Huang
(Chenzhou Medical College ,Chenzhou 423000, China)

Abstract : A family with syndactyly and adactylism was reported in this paper. There are four sufferers,suffering from

syndactyly and adactylism,with the lack of metacarpus and metatarsus in two generations. According to genetic anal-

ysis, this disease is caused by autosomal dominant inheritance.
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Fig.1 Deformity with syndactyly and adactylism
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Fig.2 Pedigree with syndactyly and adactylism
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