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Abstract; To investigate the association between variations of ZFPI61 gene and high myopia, A total of 204
probands with simple high myopia(<{—6. 0 dipoters) were collected while 116 normal persons from different fami-
lies without high myopia or related disease were used as controls. Genomic DNA was prepared from the peripheral

leucocytes. The coding sequences of ZFPI161 gene in 320 subjects were analyzed by using exon-by-exon PCR-hetero-
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duplex-SSCP analysis. Identification of the Variations by cloning and sequencing, combinated with controls and fam-

ily analysis, was used to disclose the correlation between ZFP161 gene and high myopia. A mutation of ZFPI61

gene was identified as an insertion of AT before the 58th nucleotide of intron 1 (IVS1 58-59)(1/204) and a variation
of ZFP161 gene was identified as a heterozygous C to A of the 168th nucleotide in exon 2 (Codon56, GCC—~GCA,

Ala56Ala). Ala56Ala is a non-sense mutation identified in 5 of the 204 patients and 3 of 116 controls. No evidence

shows that these variations are responsible for high myopia.
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Fig. 1 The PCR-SSCP 8% polyacrylamide gel electrophoretic

results of the intronl and exon 2 of ZFPI61 gene

N:Normal; M; Mutation (mutant bands were showed as pointed).
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Fig. 2 Partial sequencing result of the PCR product of primer Exonl
The Primer is T7.
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Fig.3 Partial sequencing result of the PCR product of primer Exon2-1
The Primer is T7.
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Table 1

Summary of mutations found in ZFPI61 gene

Mutation Type Changes of Site

Frequencies of Mutation in Probands

Frequencies of Mutation in Normal Persons

1VS1 58-59ATins
Ala56 Ala 2527C—~A

1/204(0.49%) 0
5/204(2.45%)

3/116(2.59%)

GenBank L7541
Note: DNA sequence is the same as L7541 on GenBank.
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