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Abstract; To understand the genetic polymorphism at THOI , TPOX, CSFIPO STR loci for Han population in

Guizhou Province,and construct a preliminary database, EDTA-blood specimens were collected from the 110 unrelat-

ed individuals in Han population from Guizhou. The DNA samples were extracted with Chelex method and amplified

by multiplex polymerase chain reaction. The PAGE was used to type the PCR products. The allele frequencies were

compared with other Han populations. The genotype distributions of THO1,TPOX and CSF1PO were in accordance
with Hardy-Weinberg equilibrium. The combined PD and PE were 0. 9986 and 0. 832 respectively. All of the three lo-

ci in this study provide useful marker for forensic paternity test and individual identification.
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Table 1 The distributions of allele and genotype at
3 STR loci in Han population in Guizhou

FER SR E- sk AT DR e TR
Locus Allele Genotype Observed Frequency
allele counts

THOI 6 7 8 9 9.310

(n=110)
6 3 8 2 9 2 3 30 0.136
7 8§ 7 232 4 60 0.273
8 2 4 0 0 17 0.077
9 210 9 88 0. 400
9.3 2 0 7 0.032
10 1 18 0.082

TPOX 7 8 9 10 11 12 13

(n=110)
7 32 0 2 0 0 O 10 0. 045
8 2010 2 303 O 87 0. 395
9 3 3 100 0 29 0.132
10 0 3 0 O 10 0. 045
11 170 2 79 0. 359
12 0 0 3 0.014
13 0 2 0. 009

CSFI1PO 8§ 9 10 11 12 13 14

(n=110)
8 0 3 2 2 0 0 7 0.032
9 0 6 2 4 2 0 17 0.077
10 3 10156 0 45 0. 205
11 7 15 10 2 55 0. 250
12 8§ 8 2 60 0.273
13 3 0 32 0. 145
14 0 4 0.018
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Table 2 The signification of 3 STR locus for Forensic Genetics in Guizhou Han population

F A Ak IV 355k D T HE % e HEBR % ENVEES Z 505 B A
Locus Allele counts Pm PE PD PIC
CSFI1PO 7 0. 080 0.616 0.920 0.76
TPOX 7 0.153 0.302 0. 847 0. 64
THOI1 6 0.114 0.374 0. 886 0.70
RRUE
Total 0.0014 0.832 0.9986
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Fig. 1 Allele frequencies of THOI loci among Han population in Guizhou and other population
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Fig. 2 Allele frequencies of TPOX loci among Han population in Guizhou and other population
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Fig. 3 Allele frequencies of CSFIPO loci among Han population in Guizhou and other population
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