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Abstract; During the last few years,advances in livestock genome projects have been remarkable. Species-specific ge-
netic maps exist for pig,chicken,cattle,sheep,horse,and deer with marker intervals of 5 to 20 ¢cM. These maps have
been essential for the identification of genes and genetic markers associated with importantly economic traits in live-

stock. In this paper,advances of gene map,comparative map,the genes for importantly economic traits and quantita-

tive trait loci (QTL) mapping were briefly introduced in sheep.
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4.1 ZEHEMER
4.1.1 FecBXAR

Booroola 42 i B 4H 1 3£ N FecB J& th 1E # 2 P & A4 %8
A Chl 56 (19 5 4 AN R 2 ) s B 1Y 2 5 ek B BRI AR
Xt HlE B SO T AT X 7 6 B A M RO L 1 A
W FecB &R 29T 38 kU4 1. 3~1. 6 A B =264k 0. 9
~1.2 H2 AL FecB JE B 29T B InHEGR 4 2. 7~3. 0
OB 25801 1~1.7 |,

R1 BFEBHEFEREEE(ETL) E LB R
Table 1 Chromosome mapping for partial

economic trait loci in sheep
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