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Analysis of genetic polymorphisms of 10 STR loci on chromosome 11
in a Shaanxi Han population
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Abstract: D11S1760, D11S4102, D11S4116, D11S4207, D11S4162, D11S914, D11S4127, D11S917, D11S4146 and
D11S915 of 10 short tandem repeat (STR) loci on chromosome 11 were analyzed by fluorescence-based gene scan tech-
nique to understand the genetic polymorphisms of those STR loci on chromosome 11 in a Han population in Shaanxi pro-
vince. The results showed that the number of alleles and genotypes observed at loci D11S1760, D11S4102, D11S4116,
D1154207, D11S4162, D11S914, D11S4127, D11S917, D11S4146 and D11S915 were 17, 11, 15, 11, 4, 6, 7, 12, 11 and 13
for alleles and 41, 18, 36, 30, 8, 10, 16, 30, 29 and 32 for genotypes, respectively. All the 10 loci were in Hardy-Weinberg
equilibrium. The heterozygosities of each STR locus was 86.72%, 67.95%, 83.90%, 85.96%, 58.18%, 57.63%, 72.60%,
72.73%, 77.87% and 86.40%. It concluded the 10 loci on chromosome 11 were relatively highly genetic polymorphic in
Han populations and could provide useful markers for genetic studies.
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Table 1 Allele frequencies of 10 STR loci in a Han population in Shaanxi (n = 120)

D11S1760 D11S1760 D1154116 D11S917 D11S915
Allele Fr_agment Frequency Fr.agment Frequency Fr_agment Frequency Fr.agment Frequency Fr.agment Frequency
size(bp) size(bp) size(bp) size(bp) size(bp)

1 81 0.0833 139 0.0389 196 0.0222 145 0.0056 263 0.0056
2 83 0.0500 143 0.0056 198 0.0833 147 0.0056 265 0.0056
3 85 0.0389 145 0.5944 200 0.2889 149 0.0111 267 0.0389
4 87 0.0056 147 0.0722 202 0.0500 151 0.0111 269 0.0056
5 91 0.0500 149 0.0056 204 0.0111 153 0.0222 271 0.1278
6 93 0.0056 155 0.0333 206 0.0111 155 0.0444 273 0.0667
7 95 0.1667 157 0.0222 208 0.0222 157 0.1556 275 0.1833
8 97 0.0278 159 0.0222 212 0.0222 159 0.4778 277 0.1889
9 99 0.1500 161 0.1000 214 0.0278 161 0.0667 279 0.1944
10 101 0.0222 163 0.1000 216 0.1778 163 0.0889 281 0.0389
11 103 0.0056 165 0.0056 218 0.1889 165 0.0944 283 0.0778
12 105 0.0222 220 0.0389 167 0.0167 285 0.0056
13 107 0.0278 222 0.0333 289 0.0611
14 109 0.2611 224 0.0056

15 111 0.0333 228 0.0167

16 113 0.0444

17 119 0.0056

D11S1760 D11S1760 D11S4116 D11S917 D11S915
Allele iﬁigﬁ;t Frequency iriii?;;n Frequency I;Ezir(rézl;t iﬁigﬁ;t Frequency iriii?;;n Frequency

1 258 0.0500 160 0.1278 282 0.5722 92 0.0056 192 0.0056
2 260 0.0389 162 0.2778 284 0.0944 94 0.3111 194 0.1167
3 262 0.1222 164 0.5722 288 0.3000 96 0.1500 196 0.4167
4 264 0.1944 166 0.0222 290 0.0222 98 0.0389 198 0.0667
5 266 0.2278 292 0.0056 100 0.3889 200 0.0222
6 268 0.1611 294 0.0056 102 0.0667 202 0.0667
7 270 0.0778 114 0.0389 204 0.1222
8 272 0.0500 206 0.0833
9 274 0.0278 208 0.0833
10 276 0.0222 210 0.0056

11 282 0.0278 212 0.0111
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Table 2 Polymorphism parameters of 10 STR loci on chromosome 11 in a Han population in Shaanxi (n = 120)
H | hi PIE DP PE
Locus Heterozygosity Po ymorphism infor- Power of discrimination Power of exclusion
mation content
D11S1760 0.8672 0.8623 0.9563 0.7516
D11S4102 0.6795 0.6177 0.7988 0.4480
D11S4116 0.8390 0.8344 0.9454 0.7061
D1154207 0.8596 0.8548 0.9543 0.7356
D11S4162 0.5818 0.5786 0.7531 0.3681
D11s914 0.5763 0.5731 0.7489 0.3614
D1154127 0.7260 0.7220 0.8615 0.5367
D115917 0.7273 0.7232 0.8815 0.5612
D1154146 0.7787 0.7744 0.8980 0.6263
D115915 0.8640 0.8592 0.9514 0.7418
a TP53+/+ breast cancer patient from a Li-Fraumeni syn-
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