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Influences of MyoG Gene on Reproductive Traits in Jinhua Pig
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2. Department of Biochemical Engineering , College of Technology and Science Anhui, Wuhu 241000, China)

Abstract: The genotypes in the second intron and 3" UTR region of myogenin gene in 149 Jinhua pigs (line I, 109; line
I, 155 line Ill. 25) were detected by PCR-RFLP method. The results showed that three genotypes (AA. AB and BB)
in the PCR1-Msp | -RFLP site were detected and their frequencies were 0. 1544, 0. 3826, 0. 4631, respectively; MM
and MN genotypes were found in PCR2-Msp [ -RFLP site and their frequencies were 0. 9953 and 0. 0047. The effect of
MyoG gene on the reproductive traits was analyzed using SPSS software. Significant associations were found between
MyoG locus and total number born (TNB) in first parity (P<C0. 05), and number born alive (NBA) in the second parity
(P<C0. 05), but no significant associations existed in other parity combinations of TNB, NBA and litter weight birth
(LwB) (P<C0.05).
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Table 1 The frequency of the MyoG (PCR1)
—0.38,—0.35;
gene and genotype
2.41,1.54,—0.23,0. 30,
(SD)
] Genetype frequency Gene frequency  Standard ’ MyOG( PCRT) AA AB
Line AA AB BB A B deviation (P<C0.05);
I Line I 0.0917 0.4587 0.4495 0.3211 0.6789 0.0316 (P<C0.05); MyoG(PCR1)
I Line I 0.8000 0.2000 0.0000 0.9000 0.1000 0.0548 ,
I Line I 0.0400 0. 1600 0.8000 0.1200 0.8800 0.0460
, MyoG
Total 0.1544 0.3826 0.4631 0.3456 0.6544 0.0275
B A N N
2 MyoG (PCR2) . . o
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Table 2 The frequency of the MyoG (PCR2) 0.05) (P<0.05); MyoG
ene and genotype
9 genolyp (PCR1) ,
(SD)
) Myo G
Genetype frequency Gene frequency  Standard
Line B A
MM MN NN M N deviation
I Line T 0.9938 0.0062 0 0.9969 0.0031 0.0031 ~ N ~ °
I LineI 1 0 0 1 0 0 2.5 MyoG(PCR1)
M Linell 1 0 0 1 0 0 5 MyoG(PCR1) (AA,
Total 0.9953 0.0047 0 0.9977 0.0023 0.0023 BB, AB) i
3 MyoG(PCR1)
Table 3 The effect of MyoG(PCR1)gene on TNB of Jinhua pigs
First parity Second parity Late parity All parity
MyoG(PCR1)
N TNB SD N TNB SD N TNB SD N TNB SD
AA 2 5. 508 2.12 4 9.00 2.71 13 11.92 1. 89 19 10.63 2.93
AB 24 9. 75 2.69 21 10. 76 3.25 73 11.32 2.92 118 10.90 2.98
BB 32 9.19 2.67 29 9.45 3.31 132 11.17 3.26 193 10.58 3.28
Total 58 9.29 2.73 54 9.93 3.27 218 11. 26 3.08 330 10.70 3.15
Additive effect 1.85 0.26 —0.38 —0.03
Dominant effect 2.41 1.54 —-0.23 0. 30
a b =(BB— AA)/2; = AB — (AA + BB)/2;TNB(total number born) ; SD (standard devi-

ation) ,

Notes: Subscript a and b indicate significant differences between the means, Additive effect= (BB — AA)/2;Dominant effect= AB — (AA +

BB)/2; TNB(total number born) ; SD(standard deviation) .
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4 MyoG(PCR1)
Table 4 The effect of MyoG(PCR1)gene on NBA of Jinhua pigs
First parity Second parity Late parity All parity
MyoG(PCR1)
N NBA SD N NBA SD N NBA SD N NBA SD
AA 2 5.50 2.12 3 9.33 2.31 13 11.31 1.80 18 10.33  2.61
AB 24 8.75 2.23 19 10.742  2.18 69 10. 80 2.85 12 10.35 2.73
BB 31 8.97 2.60 29 9. 00° 3.01 124 10. 06 3.38 184 9.71 3.23
Total 57 8.75 2.48 51 9.67 2.78 206 10. 38 3.15 314 9.97 3.04
Additive effect 1.74 —=. 17 —0.63 —0.31
Dominant effect 1.52 1.58 0.12 0.33
(Note) : NBA(number born alive) .,
5 MyoG(PCR1)
Table 5 The effect of MyoG(PCR1)gene on LWB of Jinhua pigs
First parity Second parity Late parity All parity
MyoG(PCR1)
N LWB SD N LWB SD N LWB SD N LWB  SD
AA 1 1.50 0. 00 2 4.00 0.00 8 15. 51 19. 20 " 12.14 17.08
AB 12 5.67 2. 44 10 7.22 2.51 50 11. 66 16. 36 72 10. 04 13.88
BB 22 6. 10 3.02 15 5.82 3.01 76 8.26 6. 24 113 7.51 5.48
Total 35 5.82 2. 86 27 6.20 2.81 134 9.96 12.02 196 8.70 10.22
Additive effect 2.30 0.91 —3.62 —2.31
Dominant effect 1. 87 2.30 —0.22 0.22
(Note) : LWB(litter weight born)
5 s A, AA N
2.30,0.91, 3
—3.62,—2.31; 1.87,2.30, 0.2115.,0. 1077 0, AA
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