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Advanced study on SERK genes family
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Abstract: Somatic embryogenesis receptor-like kinase(SERK) genes were identified in different plant species, such as
Daucus carota, Arabidopsis thaliana and Oryza sativa. Studies of these genes showed that they have conserved structures
and expression patterns. These genes are not only expressed in embryogenic tissues, but also in post-embryogenic develop-
ment. They function in embryogenesis and reproductive development and defences in particular, related signal transduction
pathways.
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Fig.1 The structure of SERK gene and its protein functional domains
Large rectangles are exons (1-11);Small rectangles are introns; Functional domains of the protein coded by each exon are shown beneath
rectangles; SP:signal peptide; ZIP: Leu-zipper; LRR: Leu-rich repeat; SPP:Pro-rich region; TM: ransmembrane region; Kinase: Kinase do-
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