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Abstract; DNA fingerprinting of Wistar rat were studied with JL—02 Mulilocus probe and Southern hybridization,
and comparing with different individuals of nine groups Wistar rat from six national classical area and different
groups. It was indicated that DNA fingerprinting could reflect genetic material of outbred strain rat,and were more
polymorphic. The genetic distances of Wistar rat were distributed for 0. 2~0. 6 among different individuals within
same groups,and the genetic distances of Wistar rat were distributed for 0. 2~0. 7 among different groups.
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Table 1 Genetic distance within different individuals

of same group Wistar

A B B
BACH A 0.1~ 0.2~ 0.3~ 0.4~ 0.5~ 0.6~ 0.7~ 0.8~ 0.9~

-
4151 0.2 0.3 04 05 06 07 08 09 L0

410K 2 4 2 2 3 2

4 205D 1 2 6 3 3

41 3¢ 2 5 4 2 2

41 4D 1 1 2 6 5

#5050 36 5 1

4 6(50) 1 32 45

417Gk 2 2 7T 2 1 1
4 8 5 2 5 3

4 9(50) 32 45 1

&t 3 13 29 40 34 10 4 2 0
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Table 2  Genetic distance within different groups Wistar
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Glals! 0.1~ 0.2~ 0.3~ 0.4~ 0.5~ 0.6~ 0.7~ 0.8~ 0.9~
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41531
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it 10 45 61 65 77 41 13 11 1
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