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Absgtract The cDNA sequence of dlergenic gene expresses a kind of 22 kD protein in tartary buckwheat
(TB) , wasobtained usng RT-PCR and 3 -rapid anplification of ¢cDNA ends (3 RACE) . The cDNA sequence
coding for this alergenic protein, condsded of 768 nucleotides, including 588 nucleotides in the open reading
frame (ORF) and 180 nucleotides in the 3 untrandated region. The ORF encoded a functional protein of 195
amino acids. Gonparing this alergy from TB with those of common buckwheat (CB) , it showed that this
dlergy in TB shared 95 % and 93 % nucleotide sequence honology with alergenic protein and legumirtlike
protein in CB , repectively. The protein sequence of TB alergenic protein shared 93 % and 83 % honology
with those of gobulin protein in CB and snord bean protein, regectively. The conserved sequence KEEEKE
a podtion 183-188 was probably conddered to be the antigen determinant sequence dmilar to that of other
dlergenic proteinsfound in food and pollen.
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Fig.2 The PCR fragment of dlergenic protein gene coding
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Table 1 Honologous comparion of amino acid sequence of TB 22
kD dlergenic proten to 11S dorage gobuiin and legumirilike

protein
Honol
Protein source ov
(%)
Allergenic protein, dorage protein, leguminrlike protein 3 93

( Fagopyrum esculentum)

Qtrin-sweet orange( Gitrus sinensis) 57
Betagobulin, legumin, dorage proteinrupland  cotton

( Gassypium hirsutum)

Seed dorage protein ,legumin( Ricinus communis) 51 56
11S dorage dobuin, 11S dorage protein-adfee ( Cdfea

arahica)

Qobulin legumin( Magndia saidfdia) 55 56
11S gobulin( Sesamum indicum) 51
11S gobulin- oa ,12S seed dorage protein ( Avena sativa) 48 52
11S gobulin beta subunit- cucurbit ( Cucurbita pepo) 51
Qutdinrice( Oryza sativa) 51

58 59
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GGA TTG GAG CAA GCG TTC TCT AAC CTA AAA TTC AGG CAA AAT GTT AAC AGG CCT TCT CAC 60
6 L E Q 4 F ¢C N L X F R Q N VvV N R P s H

GCC GAC GTC AAC CCA CGC GCC GGA CGT ATC AAC ACC GTC AAC AGT AAC AAT CTC CCA 120
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TGG GTG GAG TTG AAG AAC AAC GAT AAC GCC ATA ACC AGT CCG Aﬁ GCC GGT AGG ACT TCG 420
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GTG TTG AGG GCG ATC CCT GTG GAG GTA CTG GCC AAC TCG TAT GAT ATC TCG ACG CAG CAA 480
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GCA TAC AAA TTG AAG AAT GGG AGG CAG GAG 41T vAv GTC TTC CGA CCA TTC CAC TCC CGA 540
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TAT G40 AKG GAG GAG AG ARG GAC AGG Cah CGT TTC TCC ATA GTT TAA GAGAGAGAATGG 600
v " ¢ E E E KE R E R F S I V ends
TTTCATCOTAAATTTTGCAAAATAAAAAAGAGGGAAAAGGATAAGGGAGTCTTGTTTATG 660
GTTTAGCTAGCTAACTCCCTCTTCCTCTTCTGGGTTATGTTTTTACTTTAGTCTATCAAA 720

ﬁAGGGTGAATTAAAAAAAAATCACCTTCGAACAAAAAAAAAAAAA 768

Fig.3 Nucleotide and deduced amimo acid sequences df a cDNA encoding for a tartary buckwheat mgjor dlergenic protein
Arrows refer to the four desgned primers. The poly adenylaion signd's are double line underlined (=) and the stop codon isindicated by

an agerisk ( *)
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