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SSR Fingerprinting in Broiler Selected for Very Low
Density Lipoprotein (VLDL)

BAI Xiu-juan,QIAO Xian-feng, LI Hui, WANG Yu-xiang, TANG Zhi-quan

(Faculty of Animal Science and Technology » North— east Agricultural University , Haerbin 150030, China)

Abstract: SSR fingerprints were analyzed in three generations of fat line (FL.) and lean line (I.L1.) of broiler chickens. Chan-
ges in gene frequencies of every locus were evaluated. Thus the relationship between SSR markers and VLLDL (a trait repre-
senting fat mass of broiler) ,which is the basis for early selection of LL broiler, was examined. Fourteen microsatellite locus
were successfully amplified with 4 of 5 primers used. The results of y* test for the gene frequencies of every locus show that
one locus was significantly different in generation 1(P<C0. 05),two in generation 2 and 4 in generation 3.
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Table 1 SSR primer sequence

A E R G 3" KI5 43 —5"
1 ACACGTCCTGTGTCACATGCCTGT ACTGTCACAGTGGGTCATGGACA
2 TCCAGAGACAGTTGCTCCACATTC GCAAGTTAFTTATTGTAGGGGCTC
3 GGATTACAGCACCTGAAGCCACTAG  AAACCAGCCATGGGTGCAGATTGG
4
5

ACCTCCTGCTGGCAAATAAATT  TCACTTTAGCTCCATCAGGATTCA
GCTGGAATGCAAGATGACACG TGCGCCTTCATCAAGTAGAGCT
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Fig. 1 Electrophoresis of the products

amplified with primer 2
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Table 2 The gene frequency of microsatellite between
fat line and lean line of three generation

S SRR — iR A =R
FIER RIER mER KIER SIER RIER

255y A 0.800 0.9167 0.7778 0.5833 0.7143 0.9048
B 0.6667 0.3333 0.3611 0.4583 0.4286 0.3810
35514 A 0.8667 0.8333 0.8611 0.6667 0.7619 0.7143
B 0.1333 0.0833 0.3333 0.2917 0.1905 0.1905
C 0.0667 0.1667 0.1944 0.2500 0.4762 0.1905
D 0.6667 0.1500 0.0278 0.2500 0.0952 0.3333
455 A 0.4667 0.5000 0.6667 0.5833 0.4762 0.6667
B 0.7333 0.4167 0.3333 0.5417 0.6190 0. 3333
C  0.2000 0.5330 0.4722 0.2083 0.3330 0.5238
D 0.4000 0.3333 0.3333 0.2917 0.6333 0. 2857
5559 A 0.8667 1.0000 1.0000 1.0000 0.9524 0.8095
B 0.9333 0.9167 0.7500 0.7083 0.4286 0.9048
C  0.6667 0.5833 0.5556 0.5833 0.1905 0.9048
D 0.6667 0.6667 0.5 0.3333 0.5714 0.3333
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