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RAP - PCR, from Theory to Applications

LI Zhi', LI Qiang' ,SUN Chun-xiao', Albert C.H.Yu'?
(1. Laberatory of Neuronal Injury and Regeneration , Shanghai Ressarch Center
of Life Sciences, Chinese Academy of Sciences, Shanghai 200031, China:
2. Department of Biology , Hong Kong University of Scisnces and Technology , Hong Kong, China)

Abstract: RAP - PCR is a useful method based on PCR to display fingerprint of RNA populations and to study differential
gene expression. The atrain — specific differences revealed should be useful for genetic mapping of genes. The tissue — spe-
cifie differences revealed might be useful for studying differential gene expression. In this review, we introduce the theory of
RAP - PCR and its recent applications.

Key words: RAP - PCR; differentisl gene expression ; gene cloning

Wit SaRE

HHERE R L REY SR RS R A
HEATS%S NELRAREEARNLE. HTEAE
FOEEMTI, L EREFRATRER & EHEFHMY
B BRERERFAN T EFEA A EAQ R B HEE
B i#( two-dimensional protein fingerprint) HEBNZR T IR
A ( hybridization-based screening) ., mRNA 2 5 B 5 A ( dif-
ferential display of mRNA) L & RAP-PCR B A (arbitrarily
primed PCR fingerprinting of RNA)%, EfIHHE & H g S
BERWE. 23X 48 RAP-PCREAHE & B R E
FRIH .

1 RAP-PCREARRNELRE

1992 £F., Welsh J %2, RAP-PCR #AR1, I PCR A%
ikyE RNA S, R EAER R EA R E.
FEAETEEEETMTIHE RNA ZETREEE . &
BHAEERAEE S EEAST2RARELESEMR,

W A X 2000 - 04 - 17; 9 E E X8 :2000 - 05 - 28
BEWHE . ERTTH &L TR (99]C14024)

PCR REHAMEE SN, MHE RNAS aRNAfERER
HREM AW, | MARE PR RNA W TR, 3
ERZAREHENE DNA FROEW. HTEE DNA
F—ENT NI ERETRIIY EKE—ReE 254
BAFER. B RNA ALl R T ¥ R4 oD-
NA F—SEAH_ IFA S RNA E3b, PESH PCR I
MR K EY, 55 KR K ES AR, R TR &
EHAYS - dATP. 2P - ACTP BV P-dCTP {48 JATP &
dCTP, HTRAMEIRID . S 1B LI 4% N/F
B EREk, RERA B8, SR ASERHERE M
BRRSHE, NREHTR&ER, MR- RARREAN
MBS R R —E S A D P e R, GE AT UM
ESRIENMEE aRNA HK, BT RNA BHRMRS RN,
FESEREEE X ) E BT HH cDNA iR LR  miE
HAFARRF—RET R R T EERENER.
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AERP R ER A, 240k 5 H4T PCR VM (TR
BEATHA SR ID) T = S SR 8, A R
B, SR FER B (H GenBank. CenEMBL H1 DDEI) #
fTHH, FHE AR EEERE, A RENFEE, &
FIELRFH AT Northern blot 438, HH] M cDNA XCFEHHE
44 <DNA, RAP-PCR ER 08 1 fix.
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i N
ML cDNA S - RRIF RSB~ 2R REEE - ERGMMHT
B 1 RNA #iG A 2

BT EEFEMGE RNA 184, T WT AR IEE 10
- 20N AT 09 PCR = &4, T ELR AT I A P i
AREHRENRRASAFLHY RNA BRSNS R
REM S4B RNA 75 PCR 35 BBk E T LI e Ml A
ERM, BEEHAMEE RNA H 2 ¥ (targeted RNA
fingerprinting, TRF)E AR , M3 W ¥ % mRNA, G R
—ENN T ERARERBEFFINE NS BT ),
B TR SR S L E KT IR, L) TRF T 3%
ENEBREZEATIR. FEELREWH, RAP-PCR EA
- EHMTRSFMHENY, B RNA B DNA 55
MEREHER W, %R 288 AR
BTEE EENE S TR TR - REEANRTFERS
Ha R S R v, B T LA — 2 R,
2 BFEA

WA ( zetinoic acid, RAVE AR EE LB P HHES
B ERHESHRETH L TIMAESE T, Cheung WM
(1997 ) TEIEHEDMA 10pmol/L all - trans RA,RFHEFEAY
NT2/D1(Ntera 2 cl. DI SAMHEAT 465§ F . RAP-PCR £
T NT2/DI 828 RA HB R TRFEER R R EE
pEREL RA BSAMESFY 1.2.3.7 X, HH4LE RA
AR, EREA A EANE R RAFAY. BRAEY
)5 W RETE pCRSoript SK + £k |, MAFHRR. HF 74
HEMRFEURERE 12.33, 5\ CD59 FAE 100% RIEHE,
FRE 32.2 5 A cadherin - 6 FFIH 95% E k). RABSR
. EnREEReiImREs. WA 4T FBROKTRF
NepREEEEFAFIILRER, ZHENR RA BT

ERBHEMHEE., MEE1.31, KEAKTRK, Z RA
RGN TR, HIAREBRK, BV RA HHEMER
Fik. THHTFS5ARERRA FEREBE, & Northern EI
TN ERBIERE S AN AR AT LS RNA TR
FE . Schweilzer B 2% (1998) %f RAP-PCR Bt AREIE X et}
ARkl £5 ¥ (single strand conformation polymor-
phism,SSCP), 3BT A ARLBHSE FiIRPHRERE
) NMP35( neural membrane protein 35)% 5 9 ¢DNAD), %
REHGBIHEERS 3 X(p3). 20 14 X(pld) i 60 X
(po0) L SIS RNA. ¥ F DONAN—22, 518
OPN24 K 10-B 88, I T MMS% Kin Al + .Kin A2 +
M Kin A- 5HE 11,11 F0 17 BHR. S5 MA DNA
SSCP BERr 433, B3 —¥ B8 209bp A-Bt RAP - 6B, £}
ELXRLENBSHEPEREE. H RAP- 6B K BiER
£, 0% 6 S KR AZap T cDNA UEE, B8] —HB A 1291bp
cDNA RIFRVETERE , BIFF M- 1 40 316 PR AR F K,
S F RS 35 kD BERFH 5K W CBP(glutamate -
binding protein)F 42% ¥, 5RM NMDARAL & 40%
W, Northern HIE RER MBI R EEE o0 L EMS MR
PR R, TEREDKRFEEEHE. NMPIS 5
GBP fiFAHEM BT, AAFERER, NMP35S HEXE
M AR RL, T CBP BERSES b AMEE
R S KA -2 R R, MAER
HEMHEARK NMPIS B, Schweitzer A NMP35 Hi
GBP ME—EARE ENEFHENEWPEEREM, W
EEEIRE $ { Crohn’ s disease) R— M @R #, K EF
TH. Lafontaine DA 25(1998) ¥ B ¥k 1 Kp 4 6 & R W) 2
BRI SR R R (I IDE PSS A 42 ) 3 38 SEBL N IKE RNA
IR, BIABERYS Y, SR FAT B ERAB— 1
065hp (RS A B, MR MK pCRIT 235, WA MPF, B 57T
FIRR R U B F R, 25 Northern BV, BR6H
B5—# 3.1kb K mBNA 4. B TERAARILTER
., H 5% % mRNA R, AR B AN %
H—BWR. B Do B4 —FIE M 3. 1kb mRNA
St BB B R RS

Sokalov BP %{1994)§RM'>), B RAP-PCR JF Hk 18 . 7
HHA R RFEER Y DA, FRARERS B0/ RE
R, 7 DNA 31K 10 E B3 BHR(GCSEHR 0%
~70%), 4+A cDNA #3k 3.0kb, HIRE BT Northern
NS . FOBE R Y AT, TR AR — o AR
Nagase M{1999) L 0.3% I 8% teir M A B, B A S
ETEANEMISRESNHHERS KFFIERETZ
MEEEWOS 1k o7 TR ERA 0% FEH, 4 Ba2 K DNA
HHSEMFEERA pol ARHLH AT THNHETE
¥, ZERFERNUNESEATTFRARNNZFES.
Gromova I (1999) %ﬁiﬂ[”,ﬂﬁﬁ Resolver Gold{ bishenzimide
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RAP-PCR B9 S 2 R Ll gy 0 C R, B fer
BT A MR T REME LR, R R
ERMEA ., EEAASNYE, W )R E SRR ET
Bl TR0 i o (2 ) LA TR A9 B o i (R 0 1 Tl
— I A By () R e B A Rk B (40
& SSCP, RS #E e A B/ T P A G A0 J B, 1L B
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Fk AT R T R0 2 2 5 1 OB e e
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