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Abstract. A total of 40 primers generated polymorphic loci were used in tandom amplified polymorphism DNA
(RAPD) analysis in seven goat breeds (or populations) including Wu goat, Small— Xiang goat, Nanjiang Brown
goat, Black goat, Chuandong white goat, Boer goat. Matou goat. 28 of them were selected for further umplification
in individuals of 12 Wu goats and 12 Small— Xiang goats because of their different amplified patterns ameng seven
goat breeds. Amplification products were separated by 1. 5% agarose gel (contain 0. 5ug/ml ethidium bromide) e-
lectrophoresis. Genetic distance indexes among breeds and genetic similarity indexes within breed were calculated by
Nel, and the phylogenetic tree was constructed by NJ method, The resulis indicate that the genetic distance index
between Wu goat population and Chuandong white goat breed is smallest. therefore Wu goal population is closely re-
lated 1o Chuandong white goat breed. While the genetic distance indexes between Small —Xiang goat breed and any
ather goat breeds are all big, so Small— Xiang goat breed is far rclated to any other goat breeds. The results also in-
dicate that the genetic stability either among the Wu goat population or the Small — Xiang goat breed reachcs some
extent,
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BHHLY 1 £ X# DNA(random amplified poly-
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1.2 DNA WRN

FED 5ml F 15ml #08F 0 5ml 2
ST¢4 0. 64mol/L B %, 0. 02moi/L Tris — HCI
pH7. 6,0. 01mol/L MgCl2,2% Triton—100) , B} 5
ik, KA 15min, L ARE , BOTUR .
EF 1~2K, BEoml STE(S 0, 0lmol/L Tris—
HCl pHS8. 0, 0. 025mol/L. EDTA + 2Na pHS. 0,0,
Imol/L NaCD)& ¥ /5 Bt 250u1 10%SDS #1 2501 &
AE K B (100mg EHS K/10ml). 56T K%
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PCR T i % 25p] 145 10mmol/1, Tris—
HCl pHS. 0, 50mmol/L KCl, 2, 0Ommol/L. MgCl, .
0. 4mmol/L dNTP,15ng 5| %7, 15ng E I 4 DNA,
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FEDRBAE 04°CAMY lmin, 38CE M lmin,
72°CHEfH 2min, B KIEIFHT 94°C A 3min, &
F—AEHE 72°CHEf# 10min, RAPD 14 1.
SYHIHARRBER (& 0. 5pg/ml AL L) Bk &
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Fig.1 The electrophoresis patterns of RAPD products from DNA pools
after random amplification with primers AB2~-19 (left) and AB5—02 (right)
Note; v: Wu goat, y; Nanjiang Brown goat, h; Black goat,

b: Chuandong White goat, x: Small—xiang goat, e: Boer goar, m: Matou goat, M; Marker.
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Table 1 The results of RAPD amang 7 goat breeds {or populations)

=1 [2]

3 Sl L5 FEREE MM HAE LEREY

u y h b X e ™
ABN—03 13 5 3 3 3 3 4 1 5 38. 46
ABN- 08 ] 1 0 0 0 0 0 0 1 16,67
ABN—15 12 5 5 5 5 5 1 1 3 41.67
ABN—20 9 3 2 3 2 3 1 2 1 33.33
AB2—02 14 8 6 6 6 5 4 3 5 57.14
AB2—05 10 1 3 3 2 4 4 3 4 40,00
AB2—0% 11 5 2 2 3 3 3 1 3 45.45
AR?—13 7 ] 0 4 0 0 ] 0 4 ¢
AB2—17 a 3 2 3 3 3 3 3 1 33,33
ABZ- 19 12 3 3 1 3 3 3 0 2 25,00
AB3—05 4 0 0 0 0 0 i 0 0 0
AB3—10 ] 1 1 1 1 1 0 1 1 1111
AB3-13 6 1 1 0 1 1 1 1 1 16.67
AB3-15 12 3 2 2 2 3 3 2 2 25. 00
A —0T 10 k] 3 3 3 3 3 1 2 30, 00
AB4—09 13 7 4 5 4 4 5 4 3 53.85
AB4—13 3 0 0 0 0 ] 0 0 0 0
AB4— 14 7 2 2 2 1 2 2 1 2 28.57
AB4 - 16 4 3 1 2 2 2 2 2 3 75.00
AB4-19 13 3 5 5 5 4 3 3 2 46.15
AB1—20 13 5 3 3 3 3 4 1 5 38.46
ABs—o02 13 8 4 7 5 5 5 3 6 61.54
AB3—11 8 7 3 3 3 4 1 3 3 87.50
ABS—16 12 4 3 4 4 3 2 2 4 30,77
AB5—17 14 10 3 5 5 5 5 6 2 71.43
AB5—20 8 1 3 3 3 3 3 2 2 50, 00
AB6—11 1 2 1 2 2 2 2 2 1 18, 18
AR?—11 6 1 1 1 1 1 1 0 1 16,67
AB7—1|2 13 5 4 3 4 2 2 1 5 38.46
AB7—1¢ 5 0 0 ¢ 0 0 0 0 ¢ 0
ADB 05 7 0 0 ¢ 0 0 0 0 0 0
Al - 11 13 4 2 3 3 2 2 1 3 30,77
ABR 16 13 4 2 4 4 2 3 2 2 30,77
2 K 324 17 74 84 83 81 72 52 75
£ &N 36, 11 63.25 7179 70.94 69.23 61.54 44,44 6L 10

Ho GF v WITEE L BUELJIRAL Y < AFE o BRLT m. S%INE
Note; u: Wu goat, y: Nanjiang Brown goat. h; Black goat. b; Chuandong White goat, x: Small— xiang goat, e; Boer goat. m. Matou goat,
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Table 2 Genetic distances among 7 goat breeds {or populations)

u y h b x e

0. 1036
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0.0610 ©,0961 0.0876

0, 1367 0.1602 ©, 1458 0.1129

0.1933 0.2000 0.2065 0.1798 0.1705

0.1293 0.1421 0.1231 0.1376 0.1551 0©.2179
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Note: u; Wu goal, y: Nanjiang Brown goat, h: Black goat, b

I m ox oo T o=

Chuandong White goat, x: Small — xiang goat, e: Boer goat. m.

Marou goat
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Fig.2 The NJ dendrogram of 7 goat breeds {or populations)
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B.5¥ HIIEFX. BUT IR ENHBER
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SNREA KWK A BN, K70 R,
SHARAMGASERE. M YA EEEEN
MK E ., EEFESEDRIERT RAPD 247
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i £ XA %A RAPD J¥sst 6 Mo sy ir st ch A &,
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