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Application of RAPD Technique in
Genetic Relationship of Silk Insect
II. Genetic Variance in Antheraea pernyi

GUI Mu-yan, ZUO Zheng-hong, WANG Xue-min,CHEN Yuan-lin
{ Dept, of Bia. Xiamen University . Xtamen, Fujian Province 361005 China}

Abstract, Random amplified Polymorphic DNA (RAPD) was used to analyze the genetic diversity among Antheraea
pernyi. The genetic variance of five Antheraea pernyi was studied. The result showed that: 270f 40 arbitrary prim-
ers could amplify clear and repeating bands. A total of 262 fragments were obtained. Each primer gave 4—16 bands
and the average was 9. 7. The length of the band was 0. 33— 3, Okb, The D value between different breeds of An-
theraea pernyi was 0. 066—0. 1659, The D value was used to construct a dendrogram by UPGMA.
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Table | the character and properties of

five Antheraea pernyi
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Table 2 The primes of RAPD and the amplification of PCR
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OPI01 ACCTGGACAC 4
OPI0Z GGAGGAGAGG 9
OPI03 CAGAAGCCCA k)
OPIoé AAGGCGGCAG 7
OPIO7 CAGCGACAAG 13
OPIC9 TGGAGAGCAG 7
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OPI10 ACAACGCGAG 13 3 23.08
QP ACATGCCGTG 8 4 50
OPI13 CTGGGGCAGA 18 11 68.73
OP14 TGACGGCGGT 9 3 33,33
OPl19  AATGCGGGAG 15 1o 66,67
OPI2D AAAGTGUGGC 13 4 30.77
OPWel  CTCAGTGTCC 8 1 12.5
OFW03  GTCCGGAGTG 7 1 14,29
OFW0s  GGCGGATAAG 4 B 33,67
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OPW13  ACACCGGAAC 7 G ]
OPW1s  CAGCCTACCA 9 2 22,22
OPW17  GTOCTGGGTT 5 1 20
OPW18 TTCAGGGCAT 10 3 30
OPW19  CAAAGCGCTC 8 0 Y
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Table 3 ‘The genectic distunces amoong Antheraca pernyi
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